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ABSTRACT

Pekkala, Nina

Fitness and viability of small populations: the effects of genetic drift,
inbreeding, and interpopulation hybridization

Jyvéaskyld: University of Jyvaskyld, 2012, 46 p.

(Jyvéaskyla Studies in Biological and Environmental Science

ISSN 1456-9701; 237)

ISBN 978-951-39-4683-8 (nid.)

ISBN 978-951-39-4684-5 (PDF)

Yhteenveto: Geneettisen satunnaisajautumisen, sisdsiitoksen ja populaatioiden
vilisen risteytymisen vaikutukset pienten populaatioiden kelpoisuuteen ja
elinkykyyn

Diss.

Reduced population size and isolation from other populations of the same
species are a threat for population persistence, for both demographic and
genetic reasons. In my thesis, I have studied how the genetic processes in small
populations influence the fitness of individuals and viability of populations. In
addition, I have studied how a potential conservation tool, hybridization
between isolated populations, affects individual fitness and population
viability. To study these questions, I used an experimental approach and a
model species, Drosophila littoralis. The results show that although natural
selection can to some extent counteract the deleterious effects of inbreeding and
genetic drift in small populations, in the long term, selection is inefficient
against the continuous accumulation and fixation of deleterious alleles. The
results further show that the effects of inbreeding and genetic drift are less
harmful when the rate of inbreeding is slower, i.e., when the effective size of a
population is larger. This is likely due to more efficient selection in larger
populations. However, also the larger populations showed a decrease in fitness
because of the increased magnitudes of inbreeding and genetic drift, suggesting
that slower rate of inbreeding does not protect the populations against the
deleterious effects of inbreeding and drift. I also found that interpopulation
hybridization can increase the long-term viability of small populations, but the
benefits are reduced when the genetic divergence between populations is high.
Further, at the same levels of inbreeding, populations with smaller historical
size (i.e. with faster inbreeding) are likely to benefit more from interpopulation
hybridization. The results have implications for the conservation of natural
populations.

Keywords: Drosophila littoralis, drift load, fitness surrogates, heterosis,
inbreeding depression, outbreeding depression, purging.
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1 INTRODUCTION

A growing number of animal and plant populations are decreasing in size and
becoming isolated from each other. The main reasons for this phenomenon are
anthropogenic, such as destruction and fragmentation of habitats, and
overexploitation of populations (Ewers & Didham 2006, Avise et al. 2008).
Reduced population size and isolation from other populations of the same
species are a threat for population persistence, for both demographic and
genetic reasons (Lande 1988, Saccheri et al. 1998, Amos & Balmford 2001,
Spielman et al. 2004, Frankham 2005, O'Grady et al. 2006). Genetic threats,
which are the subject of my thesis, are caused by inbreeding and genetic drift.
There has been a debate among scientists about the relative importance of the
demographic and genetic reasons in driving populations to extinction (see e.g.
Lande 1988, Spielman et al. 2004, Frankham 2005). Today, there is a plenty of
evidence for the importance of genetics for the survival of populations. It has
been shown that inbreeding and genetic drift can depress the fitness and
adaptive potential of populations in a way that will increase the risk of
extinction in the wild (e.g. Saccheri et al. 1998, Keller & Waller 2002, O'Grady et
al. 2006). Further, genetic factors are an important part of management and
conservation of threatened species, for example in captive breeding,
reintroduction, and translocation programs (Frankham 2010). One possible
management action is to artificially increase gene flow between populations,
i.e., to induce hybridization between isolated populations (Hedrick et al. 2011).
However, in addition to the potential benefits, the method includes risks.

Even though the importance of genetics for the evolution and
conservation of small populations has been acknowledged and, consequently,
the subject has become an important area of biological research, many
uncertainties and open questions remain (Pertoldi et al. 2007, Frankham 2010,
Ouborg 2010). In my thesis, the main questions are: 1) How does the rate of
inbreeding affect the fitness and viability of small populations at different levels
of inbreeding?, and 2) How do the rate of inbreeding, the level of population
divergence, and the amount of introduced genetic variation affect the
consequences of interpopulation hybridization?
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1.1 Small population size and drift load

In small populations, two important genetic factors affecting the fitness of
individuals are inbreeding (mating between close relatives) and genetic drift
(random fluctuation in allele frequencies due to finite population size). When
compared to a large population, matings between close relatives in a small
population are inevitably more common even when mating is random, because
of the limited number of individuals contributing to each generation.
Inbreeding and genetic drift lead to an increase in the level of homozygosity.
Homozygosity can depress the fitness of individuals because recessive
deleterious alleles are expressed in a homozygous state (the dominance
hypothesis) and because heterozygosity is lost in loci with overdominant effects
on fitness (the overdominance hypothesis) (Charlesworth & Willis 2009). The
dominance hypothesis has received support as the main cause of reduced
fitness due to an increased level of homozygosity, but overdominance can be
important in some circumstances (Karkkadinen et al. 1999, Charlesworth & Willis
2009). Also, the exposure of harmful epistatic interactions between homozygous
loci may act to reduce the fitness of individuals (Lynch 1991).

The smaller the population, the more important genetic drift is in
determining the allele frequencies and, correspondingly, the less efficient is
natural selection (Falconer & Mackay 1996, Allendorf & Luikart 2007). The
relaxation of natural selection will lead to accumulation and fixation of harmful
alleles in small populations (Whitlock 2000, Whitlock et al. 2000). As a
consequence of increased homozygosity and relaxation of natural selection, the
average fitness in small populations is expected to decrease, ie. the
populations are expected to suffer from drift load. The reduction in fitness and
the loss of genetic variation through genetic drift can also compromise the
potential of the populations to adapt to changes in the environment (Bijlsma &
Loeschcke 2005, Willi et al. 2006). Thus, increased levels of inbreeding and
genetic drift will threaten the current and future persistence of small
populations.

Predicting the effects of reduced population size on fitness and viability of
populations is not simple, however. As homozygosity and, therefore, the
expression of recessive (or partially recessive) deleterious alleles increases,
selection can more efficiently act against them. Removal of deleterious alleles
from a population through selection, generally called purging, can thus
counteract the harmful effects of inbreeding and genetic drift (Hedrick 1994,
Wang et al. 1999, Kirkpatrick & Jarne 2000, Hedrick 2002, Glemin 2003). Two
important factors predicted to determine the effectiveness of purging are the
harmfulness of mutations and the rate of inbreeding. The most harmful
mutations are most easily purged, whereas selection against mildly harmful
mutations is less efficient (Hedrick 1994, Wang et al. 1999, Glemin 2003).
Therefore, highly deleterious alleles are not predicted to pose a serious threat to
small populations, if the populations manage to survive the early stages of
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reduced population size (Wang et al. 1999, Theodorou & Couvet 2006). In
contrast, the accumulation and fixation of mildly deleterious alleles may cause a
serious threat to the long-term persistence of small populations (Kimura et al.
1963, Lande 1994, 1998, Wang et al. 1999).

The effectiveness of purging can further depend on the rate of inbreeding.
The term rate of inbreeding refers to the rate of increase in the level of
homozygosity in a population due to finite population size: inbreeding rate is
faster in smaller compared to larger populations. In very small populations,
selection is predicted to be efficient only against highly deleterious mutations,
whereas in larger populations, selection may be efficient also against less
harmful alleles (Wang et al. 1999, Glemin 2003, Theodorou & Couvet 2006).
Further, in larger populations there is more time for selection to act before a
certain level of inbreeding (i.e., a certain level of homozygosity due to finite
population size) is reached (Wang et al. 1999, Theodorou & Couvet 2006).
Therefore, the frequency of deleterious alleles is expected to be lower in
populations with slower inbreeding rate, when the populations are compared at
the same levels of inbreeding. As a consequence, the mean fitness should be
higher, i.e. drift load should be lower, in populations with slower inbreeding
rate when comparing populations at the same levels of inbreeding (Wang et al.
1999, Theodorou & Couvet 2006).

Removal of deleterious alleles through selection can, however, lead to
recovery in fitness only if the fitness reduction is due to increased expression of
deleterious recessive alleles. If the fitness reduction is caused by loss of
heterozygosity in overdominant loci it cannot be counteracted by purging,
because the continuous increase in homozygosity in overdominant loci will
always lead to reduction in fitness. It is, however, possible that balancing
selection to maintain heterozygosity reduces the effects of drift in overdominant
loci (Kristensen et al. 2005, Demontis et al. 2009). Like purging of recessive
deleterious alleles, balancing selection is expected to be more efficient with a
slower rate of inbreeding,.

The various factors that interact to determine the harmfulness of
inbreeding and genetic drift make it difficult to predict the long-term effects of
reduced population size. The theoretical predictions about long-term viable
population sizes are highly sensitive to the assumptions of the models, such as
the mutation parameters assumed (e.g. Lande 1994, Lynch et al. 1995b, a, Lande
1998, Wang et al. 1999, Whitlock 2000, Glemin 2003, Theodorou & Couvet 2006).
These assumptions may be violated in real populations (Eyre-Walker &
Keightley 2007). Thus, we cannot rely on predictions of theoretical models in
determining the long-term viability of populations with reduced population
size, and long-term experiments over different population sizes are needed
(Lynch et al. 1995b).

Current empirical evidence for the effectiveness of purging in small
populations has been inconsistent (reviewed in Ballou 1997, Byers & Waller
1999, Crnokrak & Barrett 2002, Leberg & Firmin 2008). Experimental studies on
the effects of inbreeding rate on fitness and population viability also have
shown inconsistent results (Ehiobu et al. 1989, Bijlsma et al. 2000, Day et al.
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2003, Pedersen et al. 2005, Swindell & Bouzat 2006, Mikkelsen et al. 2010,
Kristensen et al. 2011). Further, although several studies have examined the
relationship between the level of inbreeding and population mean fitness (e.g.
Saccheri et al. 1998, Rowe et al. 1999, Bijlsma et al. 2000, Reed & Frankham 2003,
Puurtinen et al. 2004, Spielman et al. 2004), and fitness has been compared
between populations bred to a certain level of inbreeding with different
inbreeding rates (e.g. Ehiobu et al. 1989, Day et al. 2003, Swindell & Bouzat
2006, Mikkelsen et al. 2010, Kristensen et al. 2011), very few studies have
followed the fitness of different sized populations over a range of inbreeding
levels (but see Reed et al. 2003). Following the changes in population mean
fitness from low to high levels of inbreeding in different sized populations can
increase our understanding of the temporal dynamics of drift load in small
populations. In addition, we have little knowledge of the effects of very low
levels of inbreeding, as most studies have focused on relatively high inbreeding
levels (most often f > 0.25) (but see e.g. Bijlsma et al. 2000).

1.2 Inbreeding by non-random mating

The level of homozygosity in a population can increase also as a consequence of
non-random mating, if the breeding individuals are more closely related to each
other on average than they are to other individuals in the population. Increased
homozygosity through non-random mating will often lead to reduced fitness of
individuals, for the same reasons as increased homozygosity caused by small
population size (Charlesworth & Willis 2009). The reduced fitness of offspring
produced by mating between close relatives, in relation to the fitness of
offspring produced by random mating within a population, is generally termed
inbreeding depression (Templeton & Read 1994, Kirkpatrick & Jarne 2000,
Charlesworth & Willis 2009). In conservation biology, however, the term
inbreeding depression is often used in another context: to describe the
reduction in the average performance of a small population in relation to a large
or infinite population of the same species (Templeton & Read 1994, Kirkpatrick
& Jarne 2000). As explained earlier, when compared to a large population,
individuals in a population with small historical size are indeed more related to
each other, even when mating within the population is random. Thus, the only
difference between the two ways of using the term inbreeding depression is
whether individuals are compared within or between populations (Templeton
& Read 1994, Kirkpatrick & Jarne 2000). In the original papers of this thesis, the
term inbreeding depression has been used in both contexts (in papers Il and III
the term is used in the context of the mean population fitness, whereas in paper
IV the term is used to describe the reduction in fitness of inbred individuals
within a population). In this summary of the thesis, I will use the term
inbreeding depression only to refer to the reduced fitness of inbred individuals
relative to the fitness of individuals produced by random mating within a
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population. When referring to the reduced fitness of a small population relative
to a large population I will use the term drift load (see the previous chapter).

In contrast to drift load, inbreeding depression is expected to diminish
with proceeding generations in small populations (Wang et al. 1999, Bataillon &
Kirkpatrick 2000, Kirkpatrick & Jarne 2000). In small populations the level of
homozygosity of all individuals increases over time and, consequently, the
difference in homozygosity between offspring from inbred and random mating
decreases. As a result, the magnitude of inbreeding depression decreases over
generations.

The effect of inbreeding rate on inbreeding depression is predicted to
change with increasing levels of inbreeding. At low inbreeding levels,
populations with slower inbreeding can be expected to show less inbreeding
depression, due to more efficient purging of recessive deleterious alleles at the
early stages of reduced population size. At higher levels of inbreeding,
however, the pattern may be reversed, so that populations with fast inbreeding
show less inbreeding depression than populations with slow inbreeding (Wang
et al. 1999, Theodorou & Couvet 2006). This effect may follow from larger
populations with slow inbreeding having more loci heterozygous for newly
arising mutations. In small populations with fast inbreeding, mutations are less
frequent and new mutations are quickly fixed or lost, resulting in low
inbreeding depression (Wang et al. 1999).

Another reason why slow inbreeding might result in more inbreeding
depression than fast inbreeding is more efficient selection with slow inbreeding
to maintain heterozygosity in overdominant loci (Kristensen et al. 2005,
Demontis et al. 2009). Selection for heterozygosity in overdominant loci would
mainly act on the pre-existing genetic variation. Thus, this form of selection
should act to increase the magnitude of inbreeding depression with slow
compared to fast rate of inbreeding at all levels of inbreeding. By studying
inbreeding depression in different sized populations at several levels of
inbreeding, information can be gained on the nature and amount of genetic
variability affecting fitness, and on the genetic processes underlying fitness in
small populations.

1.3 Interpopulation hybridization

1.3.1 Heterosis

Small populations are expected to accumulate genetic differences when in
isolation from each other: due to the effects of genetic drift and natural
selection, different alleles and allele combinations become common or fixed in
different populations (Falconer & Mackay 1996, Allendorf & Luikart 2007).
Hybridization between genetically differentiated populations can alleviate the
genetic problems of small populations (reviewed in Tallmon et al. 2004, Hedrick
2005, Edmands 2007, Frankham et al. 2011). The increased fitness of hybrid
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offspring produced by matings between individuals from different populations,
as compared to the fitness of offspring produced by random matings within the
parental populations, is termed heterosis (or sometimes, hybrid vigour).
Heterosis is believed to result mainly from the increased heterozygosity in the
hybrid offspring; in heterozygous genotypes, recessive deleterious alleles are
masked and heterozygosity in overdominant loci is restored (Lynch 1991,
Whitlock et al. 2000, Charlesworth & Willis 2009). Further, hybridization can
bring together new beneficial combinations of alleles, or disrupt deleterious
allele combinations that may have become fixed in the small populations
through genetic drift (Lynch 1991, Erickson & Fenster 2006, Edmands et al.
2009).

1.3.2 Outbreeding depression

Interpopulation hybridization can, however, have also detrimental effects on
individual fitness. Reduced fitness of hybrid offspring, compared to the fitness
of offspring from random matings within the parental populations, is termed
outbreeding depression (Edmands 2007). Outbreeding depression can follow
from disruption of local adaptations, if the parental populations have adapted
to different environmental conditions (Templeton 1986). However, divergent
selection pressures are not necessary for the evolution of outbreeding
depression. In isolated populations, the combined actions of genetic drift and
selection can lead to fixation of different alleles that cause little or no harm
individually, but cause a reduction in fitness when brought together by
hybridization between the diverged populations (e.g. Phillips & Johnson 1998,
Orr & Turelli 2001). Further, natural selection can favour the evolution of
beneficial multilocus combinations of alleles, so called co-adapted gene
complexes (Templeton 1986, Lynch 1991, Fenster et al. 1997). If different co-
adapted gene complexes have evolved in different populations because of the
combined actions of drift and selection, interbreeding between the populations
can cause outbreeding depression by disrupting these complexes (Templeton
1986, Lynch 1991).

1.3.3 The net outcome of interpopulation hybridization

Several factors can influence the magnitudes of the positive and negative
effects, and thus the net outcome, of interpopulation hybridization. One of the
key factors is the level of genetic divergence between the populations (Lynch
1991, Falconer & Mackay 1996, Lynch & Walsh 1998, Whitlock et al. 2000). In
the absence of selection, heterosis from masking of recessive deleterious alleles
should increase linearly with the divergence of the populations. In contrast,
outbreeding depression due to interactions between different genetic loci is
expected to evolve slowly in the first stages of population divergence, but then
develop at an accelerating rate as populations become increasingly
differentiated (Orr 1995, Orr & Turelli 2001). Thus, assuming that heterosis
results mainly from divergence in single-locus genotypes whereas outbreeding
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depression involves divergence at two or more interacting loci, the positive
effects of hybridization should predominate at low to intermediate population
divergence, whereas at higher divergence there is an increasing risk of
outbreeding depression.

The outcome of interpopulation hybridization can further depend on the
rate of inbreeding in the parental populations. When compared at the same
levels of inbreeding, there should be less potential for heterosis between
populations with slow inbreeding rate than between populations with fast
inbreeding rate. This expectation follows from the prediction of more effective
selection and, consequently, lower drift load when the rate of inbreeding is
slower (Wang et al. 1999, Whitlock et al. 2000, Theodorou & Couvet 2006).
Further, it can be expected that more effective selection with slower inbreeding
will enhance the development of co-adapted gene complexes, and thus lead to
outbreeding depression in interpopulation crosses. It follows that, when
comparing populations at the same level of inbreeding, hybridization is
expected to be more beneficial between populations with fast inbreeding than
between populations with slow inbreeding.

Another factor that can have an influence on the outcome of
interpopulation hybridization is the amount of genetic variation introduced
with hybridization, which depends on the number and genetic variability of the
introduced individuals. As hybridization can have both positive and negative
effects on population viability, determining the optimal amount of introduced
genetic variation is difficult. In general, it appears that rather low levels of
immigration are enough to cause an increase in fitness of a small population
(reviewed in Mills & Allendorf 1996, Tallmon et al. 2004). However, even low
levels of immigration from a genetically incompatible population can
potentially cause considerable damage (Mills & Allendorf 1996, Edmands &
Timmerman 2003).

The effects of interpopulation hybridization can also vary between
generations following the hybridization. Heterozygosity peaks in the first
hybrid generation and is diluted thereafter, suggesting that heterosis should
also peak in the first generation and decrease in subsequent generations
following hybridization (Tallmon et al. 2004). Fitness may be reduced in
generations following hybridization also because of increased potential for
outbreeding depression, as recombination continues to break up the parental
gene combinations, and harmful epistatic interactions involving recessive
alleles are exposed (Lynch 1991, Tallmon et al. 2004). On the other hand,
outbreeding depression may also be a temporary phenomenon, as it is possible
that natural selection favours beneficial alleles and allele combinations and
removes the unfit genotypes from a population (Templeton 1986). However,
overcoming outbreeding depression by natural selection requires that selection
coefficients are high enough and population size large enough so that the
population is not faced with extinction before fitness is recovered (Templeton
1986). Further, selection might not be very efficient in removing outbreeding
depression if the fitness reduction is caused by disruption of genetic complexes
that involve many loosely linked loci (Edmands 1999).
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In summary, the net outcome of interpopulation hybridization can be
affected by several factors, such as the level of divergence between the
populations, the rate of inbreeding in the populations, and the amount of
genetic variation introduced. Further, due to various reasons, the effects can
change between generations. Consistent with the expectations, some previous
studies on the effects of population divergence on the outcome of
interpopulation hybridization have found either an intermediate optimum or a
negative relationship between the level of parental divergence and fitness of the
hybrid offspring (reviewed in Edmands 2002, 2007). However, positive
relationships are also known, and predicting the optimum level of divergence
has proven difficult (Edmands 2002, 2007, Willi et al. 2007). Studies on the effect
of population divergence have focused on geographically separated natural
populations (e.g. Edmands 1999, Fenster & Galloway 2000, Galloway &
Etterson 2005, Schiffer et al. 2006, Demuth & Wade 2007, Willi et al. 2007),
making it difficult to disentangle the effects of local adaptation and processes
independent of the environment in the evolution of genetic divergence between
the populations. The few studies on the effect of population size (i.e. inbreeding
rate) on the outcome of interpopulation hybridization have not separated the
effects of population size and the level of inbreeding in the populations (Paland
& Schmid 2003, Busch 2006, Willi et al. 2007, Escobar et al. 2008, Coutellec &
Caquet 2011). Studies on the long-term effects of interpopulation hybridization
are also scarce; very few previous studies have been continued beyond the
second or third generation after hybridization (but see Edmands et al. 2005,
Erickson & Fenster 2006, Bijlsma et al. 2010, Hwang et al. 2011).

1.4 Measuring fitness in empirical studies

Measuring the fitness of particular phenotypes (or genotypes) is an essential
part of evolutionary biology research. Measuring fitness is, however, not a
simple task, and the best measure of fitness can differ depending on the biology
of the study system. For species with non-overlapping generations and for
populations at constant population size, the best measure of individual fitness
is lifetime reproductive success: the number of viable zygotes produced over
the whole lifetime of an individual (Stearns 1992, Hunt & Hodgson 2010). Even
when model species with a relatively short life span are used, measuring the
total fitness of individuals is often not practical because of constraints in time
and other resources. Instead, researchers use various surrogates of fitness; traits
that are thought to reflect the true fitness of individuals and are relatively easy
to measure. These surrogates can be different components of fitness, such as
fecundity or offspring survival, or proxies more uncertainly related to fitness,
such as body size (Hunt & Hodgson 2010). Ideally, fitness would be measured
over the lifetime of individuals, but more convenient short-term measures are
often used. The choice of the fitness measure to be used is a significant part of
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empirical research, since using fitness surrogates that are poor indicators of true
fitness may lead to erroneous conclusions about the phenomena under study.

1.5 Aims of the thesis

In my thesis, my goal was to study how reductions in population size and
isolation from other populations of the same species affect the fitness and
survival of populations. In addition, I aimed to study how a potential
conservation tool, artificially increased hybridization between isolated
populations, affects the fitness of individuals and the long-term viability of
populations. More specifically, my aims were to study the effect of inbreeding
rate on the magnitudes of drift load and inbreeding depression over a range of
inbreeding levels, and the effects of inbreeding rate, population divergence, and
the amount of genetic variation introduced on the outcome of interpopulation
hybridization.

To study these questions, I used an experimental approach and a model
species, Drosophila littoralis. Although examination of real conservation
applications in natural populations of threatened species can provide important
information about natural situations, the lack of replication and control makes it
difficult to disentangle the possible factors influencing the results (Tallmon et
al. 2004). Adequately replicated experimental studies are an invaluable means
for studying the role of specific factors, such as inbreeding rate, on the fitness of
individuals and populations. By using a model species that is easy to rear under
laboratory conditions, I was able to manipulate the factors that I wanted to
study, and to control for other factors, such as changes in the environment, that
otherwise could have confounded the results. D. littoralis is a small fly that is
easy to rear in large numbers and has a relatively short life span, allowing me to
conduct studies over several generations and to have sufficient numbers of
replicates for drawing conclusions about the importance of the studied factors.
In addition, with the genetic markers available for D. littoralis, I was able to
estimate the realized inbreeding rates in the study populations.

The effect of inbreeding rate on the magnitude of drift load was studied
in two of the original papers (I, IV). In the second original paper (II), the
relationship between population viability and the level of inbreeding was
compared between isolated D. [ittoralis populations replicated in two sizes (N =
10 and N = 40). Viability (offspring production and extinction) of the
populations was followed over 25 generations in relation to a contemporary
large control population (N = 500). In the fourth original paper (IV), individual
fitness (egg-to-adult survival and fecundity) was measured in populations
replicated in three different sizes (N =2, N =10, and N = 40). Again, the fitness
of individuals in these populations was measured in relation to the large control
population (N = 500), and was compared between the different population sizes
over a range of inbreeding levels.
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The effect of inbreeding rate on the magnitude of inbreeding depression
was studied in the fourth original paper (IV). In populations replicated in two
sizes (N =10 and N = 40), inbreeding depression was measured as the fitness of
offspring from full-sib crosses in relation to the fitness of offspring from
random crosses within the same populations. Inbreeding depression was
measured at several levels of inbreeding.

The effects of hybridization between isolated populations were studied in
the original papers IIl and IV. In the third paper (IlI), the dependence of the
long-term effects of interpopulation hybridization on the level of population
divergence and the amount of genetic variation introduced was studied by
comparing viability between isolated populations (N = 10) and hybrid
populations established from the isolated populations. In the fourth paper (IV),
the effects of inbreeding rate and the level of population divergence on the
outcome of interpopulation hybridization were studied by measuring fitness of
the first generation offspring from interpopulation crosses in relation to the
mean fitness of offspring from crosses within the parental source populations.
The effects of hybridization were compared between three population sizes (N
=2, N =10, and N = 40) over a range of inbreeding levels (which equal the level
of genetic divergence between populations of the same size).

In the first original paper (I), phenotypic correlations between adult
lifetime reproductive success (adult LRS) and various morphological and life
history traits were explored in order to evaluate the reliability of various
commonly used fitness surrogates, and to explore the potential fitness
surrogates to be used in the measurements of individual fitness in the
experiments of this thesis (IV). Adult LRS was measured as the total number of
offspring produced over the lifetime of individual females. Adult LRS is very
likely to be closely related to total fitness of individuals, as it combines several
components of fitness, such as longevity, fecundity, and offspring viability. It is,
however, difficult to measure and therefore rarely included in fitness estimation
in experimental studies.



2 MATERIAL AND METHODS

2.1 Study species and the origin of the study population

Drosophila littoralis is a boreal drosophilid belonging to the D. virilis species
group (Morales-Hojas et al. 2011). It is found in humid habitats such as lake-
and riversides (Aspi et al. 1993). In northern Fennoscandia, the species
overwinters as adults and is practically univoltine with only slightly
overlapping generations (Aspi et al. 1993).

A laboratory population of D. littoralis was founded with 157 males and 99
females collected from a natural population at the Tourujoki River in Jyviaskyld,
Central Finland, in May 2006. Thirty-four of the 99 females had been
inseminated in the wild and produced fertile eggs after transfer to the lab. The
rest of the females were mated randomly with the wild-caught males. The flies
were maintained in the laboratory at 19 °C and relative humidity of 60 % with
constant light and malt medium (Lakovaara 1969) available ad libitum. For the
first five generations (P-F4; P refers to the wild-caught flies) the population was
maintained in a pedigree. Inbreeding was reduced by excluding matings
between full siblings. Population size was increased to 419 breeding pairs in the
second laboratory generation, and maintained as 396 pairs in the third and 368
pairs in the fourth laboratory generation. In a sample of 20 individuals from the
fourth laboratory generation, 11 out of 14 nuclear microsatellite loci were
polymorphic, and the mean number of alleles in the polymorphic loci was 6.8
with mean observed heterozygosity of 0.55 (Routtu et al. 2007). For the next two
generations (F5-F6) the flies were allowed to mate randomly (with separate
generations) as a population of approximately 500 breeding pairs.



18

2.2 Establishment and maintenance of the experimental
populations

To manipulate the rate of inbreeding, experimental populations were
established in three different sizes: N =2, N =10, and N = 40 (see Fig. 1). At the
seventh laboratory generation, 16 replicate populations of 10 individuals (N10;
sex ratio 1:1), and 12 replicate populations of 40 individuals (N40; sex ratio 1:1)
were established. Also, a large population consisting of 500 individuals (N500,
sex ratio 1:1) was established to serve as a control against possible
environmental variation in time. The populations were maintained in plastic
bottles containing 50 ml of malt medium at density of five pairs per bottle.
Thus, the N10 populations consisted of one bottle per replicate, the N40
populations consisted of four bottles per replicate, and the control population
consisted of 50 bottles. Each generation, the parental flies were allowed to mate
and lay eggs in the bottles for 5 days, after which they were removed and
stored in ethanol for genetic analysis. The first eclosing offspring from all
populations were discarded. Seven days later, the newly eclosed offspring were
collected and separated according to sex under CO: anaesthesia. For the N40
populations, offspring from all bottles in the same replicate were mixed each
generation prior to collecting the flies. Likewise, offspring from all bottles in the
control population were mixed each generation. When mature, the parental flies
for the next generation were randomly picked among the offspring produced
by each replicate population.

At the 12th laboratory generation, the smallest populations of one male-
female pair (N2) were established with 96 randomly chosen pairs from the
control population (Fig. 1). The N2 populations were maintained in plastic vials
with 8 ml of malt medium. Each generation, the parental pair was allowed to
mate and lay eggs for 10 days. The pair was changed into a new vial first after 4
days and then every second day to prevent crowding of the larvae. After the 10
days, the parental flies were removed and stored in ethanol for genetic
analyses. The first eclosing offspring from all populations were discarded.
Seven days later, the newly eclosed offspring were collected and separated
according to sex under CO; anaesthesia. When mature, the parental flies for the
next generation were randomly picked among the offspring produced by each
replicate population.

To study the effects of interpopulation hybridization on population
viability (see 2.6 Long-term effects of interpopulation hybridization), hybrid
populations were established with offspring from the isolated N10 populations
(Fig. 1). All hybrid populations were founded with five males and five females.
The populations were maintained for 7 generations keeping population size
constant with a procedure analogous to the isolated N10 populations (see
above).
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FIGURE1 Establishment of the populations for the different experiments of the thesis
(the Roman numerals I-IV refer to the original papers of the thesis). The N500
(control), N40, and N10 populations were maintained for a total of 26
generations. The N2 and the hybrid populations were maintained for 7
generations.

2.3 Genetic analyses

The inbreeding levels at different generations in the isolated experimental
populations (N2, N10, and N40) were measured as the inbreeding coefficient (f),
which describes the increase in homozygosity due to finite population size. To
estimate the inbreeding coefficient, information of the effective population size
(N¢), was needed. N, describes the size of an ideal population that would result
in the same magnitude of increase in homozygosity as in the observed
population (Crow & Kimura 1970). Since the effective population size may
deviate from the census size (N) due to non-random contribution of the parents
to the next generation, effective population sizes of the populations were
estimated based on genetic variation at eight nuclear microsatellite loci. The
eight loci chosen for the study (Vir4, Virll, Vir32, Vir38, Vir99, Mon6, Mon17,
Mon26) were polymorphic in the original large population (Routtu et al. 2007).

Samples of individuals from all population sizes, including the large
control population (N500), were genotyped at multiple generations (for further
details, see original paper II). The inbreeding coefficients for each population
size at the genotyped generations were determined pooling the data from the
replicate populations, as
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where H, is the observed heterozygosity in the pooled samples, and Hewso0,1) is
the expected heterozygosity in the control population after one generation from
the establishment of the population. The effective population sizes (Ne) that
would produce the observed inbreeding coefficients were calculated using the
equation

fi=fia+t (1 -2 fia+ fio) / 2N (Crow & Kimura 1970 p. 102)

replacing N with different values of N. and assuming that the parental flies at
the generation of the establishment of the populations were not related. The
estimated N, was 23.2 for the N40 populations, 8.1 for the N10 populations, and
1.9 for the N2 populations. The control population (N500) sustained a high level
of heterozygosity throughout the experiment. The estimated N. for the control
population was 342 individuals.

The inbreeding coefficients in the populations for all experimental
generations were then calculated using the same equation as above (Crow &
Kimura 1970 p. 102), replacing N with the estimated N. and assuming that the
parental flies at the generation of the establishment of the populations were not
related (see Fig. 2 for the estimated inbreeding coefficients). The inbreeding
coefficients were used also as estimates of population divergence (III, IV):
assuming random mating within populations, the inbreeding coefficient in the
isolated populations is equal to the level of differentiation in allele frequencies
between populations of the same size (in other words, the inbreeding coefficient
relative to the starting population equals Fsr between the subpopulations).

0.8
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Inbreeding coefficient (f)

0.2

0.0

Generation

FIGURE2 The estimated inbreeding coefficients in the isolated experimental
populations (N2, N10, and N40) and in the control population (N500) over
generations following the establishment of the populations.
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24 Relationship between adult LRS and fitness surrogates (I)

To explore the phenotypic correlations between female lifetime reproductive
success (adult LRS) and different surrogates of fitness, the reproductive output
of D. littoralis females was followed from 5 days after eclosion until death. At
the third laboratory generation (Fig. 1), 84 females at age of 5 days after eclosion
were introduced to mature males. One female and one non-sib male were
placed into a plastic vial with 8 ml of malt-yeast medium to mate and lay eggs.
The pair was placed into a new vial every second day until the death of the
female. The male was replaced with a new one every second week, or
immediately if the male was found dead or if it escaped during handling.

Adult LRS was measured as the number of eclosing offspring produced
over the lifetime of the females (from the age of 5 days after eclosion until
death). Noting that survival is usually higher in laboratory conditions than in
nature, where individuals are subject to predation and other hazards (Rosewell
& Shorrocks 1987), adjusted adult LRS -measures that give more weight to early
reproduction were also calculated, by assuming additional values of daily
mortality risk of 2, 4, 6, 8, 10, and 12 % for the females.

Lifetime fecundity of the females was measured as the number of eggs
produced from the age of 5 days after eclosion until death. Offspring viability
was measured for each female by dividing the total number of offspring
produced (i.e. adult LRS) by the total number of eggs produced (i.e. lifetime
fecundity). Short-term estimates of offspring production and fecundity were
calculated as sliding windows throughout female life in three different time
frames (2, 4 and 10 days).

The females were weighed before introduction to the male. After death,
females were preserved in 70 % ethanol. Several morphological measurements
were taken from the preserved samples. Distance between nine cross points of
the wing veins and the length of femur, tibia, and the five segments of the
tarsus of the hind legs were measured from digital images (the average of the
left and right measurements were used when possible). To obtain a single size
component for wings and legs, the first principal component was extracted
from the correlation matrix of the measurements. Length of thorax (longest
distance between neck and tip of scutellum measured from the side of the fly),
length of scutellum (longest dorsoventral distance), and width of head (distance
between eyes through ocelli) were measured using a light microscope.

2.5 Effects of inbreeding and genetic drift on population
viability (II)

To study the effects of the level and the rate of inbreeding on population
viability, viability of the isolated N10 and N40 populations was measured for 25
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generations following the establishment of the populations. During that time,
the N40 populations reached an inbreeding coefficient (f) = 0.41 and the N10
populations reached f = 0.78. Viability was compared between the two
population sizes at inbreeding coefficients ranging from f = 0.06 until f = 0.41 (in
the N40 populations) or f = 0.42 (in the N10 populations).

Population viability was measured as extinction and per capita offspring
production. A population was considered extinct if fewer female and/or male
offspring eclosed during the seven-day collection period than required for
founding the subsequent generation at the defined population size (see 2.2
Establishment and maintenance of the experimental populations). Offspring
production was counted for 28 days after removing the parental flies from the
bottles. The per capita offspring production was obtained by dividing the total
number of offspring with the number of bottles in the replicate. To control for
possible environmental variation over time, and to facilitate comparisons
between the two population sizes at different points in time, offspring
production was measured in relation to the large control population (N500),
measured at the same generation. When a population was considered extinct,
offspring production was recorded as zero from the extinction onwards.

2.6 Long-term effects of interpopulation hybridization (III)

To study the effects of population divergence and the amount of genetic
variation introduced on the long-term effects of interpopulation hybridization,
hybrid populations were established with offspring from the isolated N10
populations (Fig. 1). To manipulate the level of population divergence, the
hybrid populations were founded at two points in time: after 7 generations and
after 15 generations following establishment of the isolated populations. The
inbreeding coefficient in the isolated N10 populations, based on the estimated
N., was 0.30 after 7 generations and 0.57 after 15 generations of isolation. To
manipulate the amount of genetic variation introduced, the hybrid populations
were founded with individuals from either two or four different isolated N10
populations. The combinations of isolated populations were assigned
randomly, while assuring that each combination was different from the others.
Only males or females were taken from any isolated population when
constructing a hybrid population, so that all first generation offspring produced
in the hybrid population were hybrids. The viability (offspring production and
extinction) of the hybrid populations was measured for 7 generations after their
establishment as was done for the isolated N10 populations (see the previous
chapter). Viability of the hybrid populations was compared to the viability of
the contemporaneous isolated N10 populations, and the large control
population (N500).
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2.7 Effects of genetic drift, inbreeding, and interpopulation
hybridization on fitness of individuals (IV)

In the fourth original paper (IV), the effects of reduced population size and
interpopulation hybridization were studied at the level of individual fitness. To
study the effects of the level and the rate of inbreeding on drift load and
inbreeding depression, and the effects of inbreeding rate and population
divergence on the outcome of interpopulation hybridization, controlled crosses
within and between the isolated populations were made. Within the
experimental populations (N2, N10, and N40), crosses were made using
randomly chosen and full-sib pairs (note that for the N2 populations these are
equivalent). Crosses between populations of the same size were made using
reciprocal randomly chosen pairs. In addition, crosses were made with
randomly chosen pairs within the large control population (N500). All cross
types were done at several generations following the establishment of the
populations, i.e. at several levels of inbreeding.

From each cross, fitness of the first generation offspring was measured as
egg-to-adult survival, fecundity, and total fitness. The male and female of the
experimental cross were placed in a plastic vial with 8 ml of malt medium when
mature (age 13 to 26 days from eclosion). The pair was maintained together for
10 days and changed into a new vial first after 4 days and then every second
day to prevent crowding of the larvae. The first 4 days were considered as a
familiarization period and were not used for the fitness measurements. From
the following six-day period, egg-to-adult survival of the offspring was
calculated as the ratio of the number of eclosed adult offspring to the number of
eggs laid by the female.

When mature (age 13 to 24 days from eclosion), one female offspring from
each experimental cross (if possible) was introduced to a male collected from
the control population. Again, the pair was maintained together for 10 days,
and was changed into new vials first after 4 days and then every second day.
Offspring fecundity was measured as the average number of eggs laid in a vial
during the last six-day period. Total fitness of the offspring was calculated by
multiplying offspring fecundity with egg-to-adult survival.

Drift load was estimated as the fitness of offspring from random crosses
within the experimental populations (N2, N10, and N40) relative to the fitness
of offspring from random crosses within the large control population (N500),
measured at the same generation. Drift load was estimated at several levels of
inbreeding in each population size (f = 0.26 - 0.74 in the N2, f= 0.17 - 0.70 in the
N10, and f=0.21 - 0.39 in the N40 populations), and the magnitude of drift load
was compared between the different sized populations over similar levels of
inbreeding.

Inbreeding depression was estimated for the N10 and N40 populations as
the fitness of offspring from full-sib crosses within a population relative to the
fitness of offspring from random crosses within the same population, measured
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at the same generation. Like drift load, inbreeding depression was measured at
several inbreeding levels (f = 0.30 - 0.70 in the N10, and f = 0.23 - 0.39 in the
N40 populations), and the magnitude of inbreeding depression was compared
between the different sized populations over similar levels of inbreeding.

Effects of interpopulation hybridization were estimated as the
performance of interpopulation crosses relative to the mean of within-
population random crosses in the parental source populations, measured at the
same generation. The effects of hybridization were studied in the three
population sizes (N2, N10, and N40) at several levels of inbreeding (f = 0.38 -
0.68 for the N2, f = 0.17 - 0.70 for the N10, and f = 0.23 - 0.39 for the N40
populations), and the effects were compared between the different sized
populations over similar inbreeding levels (which equal the level of genetic
divergence between populations of the same size).



3 RESULTS AND DISCUSSION

3.1 Relationship between adult LRS and fitness surrogates (I)

The lifetime measures of fecundity, longevity, and offspring viability were all
relatively highly correlated with adult LRS (r = 0.81, r = 0.63, and r = 0.51,
respectively). In contrast, the correlations of the short-term measures of
fecundity and offspring production with adult LRS were highly dependent on
the time of measurement: for young females the correlations were low, but
when these were measured from older females, the correlations were much
higher (up to 0.67 for short-term fecundity and 0.83 for short-term offspring
production). For both short-term fecundity and short-term offspring production
the highest correlations with adult LRS were reached when the female age was
approximately 50 to 80 days from eclosion. The highest correlations between
adult LRS and the size measures were found for leg size (r = 0.38) and for
female weight (r = 0.32). Similar observations of strong correlation between
adult LRS and other life history traits measured over the whole lifetime of
individuals have been made in other species as well, both in laboratory
(Partridge 1988, Reed & Bryant 2004) and in field studies (Bryant 1988, Newton
1988, Smith 1988, Bercovitch & Berard 1993, Kruuk et al. 1999). In contrast,
previous results on the relationship between adult LRS and short-term
measures of life history traits (Smith 1988, Reed & Bryant 2004), and between
adult LRS and size measures (Partridge et al. 1986, Bryant 1988, Scott 1988,
Wauters & Dhondt 1989, Ribble 1992), are more variable.

To explore the effects of higher mortality rates likely to exist under natural
conditions, adjusted adult LRS -measures with additional daily mortality risk of
the females were calculated. In contrast to what was found for the unadjusted
adult LRS -measure, the short-term measures of fecundity and offspring
production correlated better with mortality-adjusted adult LRS when measured
from younger rather than older flies. In general, the highest correlations with
the adjusted adult LRS -measures, for both short-term fecundity and short-term
offspring production, were reached when the female age was approximately 5
to 30 days from eclosion. Mortality-adjustment to adult LRS did not have a
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strong effect on the correlations between lifetime offspring production and the
size measures.

To estimate the fitness of offspring from the experimental crosses (IV),
reproductive output of the female offspring was measured as fecundity over a
period of 6 days. During the six-day period, female age ranged from 17 to 34
days after eclosion. This measure was chosen on the basis of the results from the
adult LRS -experiment, but also because of practical issues. In the adult LRS -
experiment, correlation between the unadjusted adult LRS -measure and short-
term fecundity over this age period, calculated as mean of the 10-day windows
(four windows; first window at 17-27 days age, second window at 19-29 days
age, third window at 21-31 days age, and the last window at 23-33 days age
from eclosion), was rather modest; r = 0.20. Correlation between the mortality-
adjusted adult LRS -measures and short-term fecundity over this age period
(calculated as mean of the 10-day windows; same windows as above) was
higher, ranging from r = 0.40 with 2 % and 12 % additional mortality risks to r =
0.53 with 6 % additional daily mortality risk.

The adult LRS -measures adjusted for mortality give more weight to early
reproduction than to later reproduction and are therefore more likely to reflect
fitness in natural conditions where the flies have evolved (Rosewell &
Shorrocks 1987). Indeed, the peak in egg and offspring production of the
females in the adult LRS -experiment was reached before 45 days age (at 20-45
days age for egg production, and at 20-25 days age for offspring production). It
can be expected that the effects of inbreeding and drift are more pronounced in
those traits that have been the targets of natural selection in the history of the
population. Thus, measuring the fecundity of the offspring from the
experimental crosses (IV) at a rather young age was considered reasonable.

In the adult LRS -experiment, correlates of adult lifetime reproductive
success were studied without considering possible differential mortality before
the females reached adulthood. Early mortality can, however, be a significant
source of variation in fitness. Therefore, in estimation of offspring fitness from
the experimental crosses (IV), the contribution of early mortality (egg-to-adult
survival) was included in the fitness estimation, together with estimation of the
reproductive output (fecundity of the female offspring).

3.2 Small population size and drift load

3.2.1 Drift load in population viability (II)

The increasing level of inbreeding affected offspring production of the
populations differently depending on population size. In the smaller
populations (N10), i.e. with a faster inbreeding rate, there was a steep decline in
offspring production already at low levels of inbreeding, followed by a rebound
to the level of the control population. The recovery of offspring production was,
however, only temporary, as offspring production decreased again in later
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generations. In the larger populations (N40), ie. with a slower rate of
inbreeding, offspring production decreased only after the populations reached
higher levels of inbreeding.

The higher offspring production in the larger populations at low levels of
inbreeding was likely due to more effective selection with slower inbreeding
against deleterious recessive alleles (Wang et al. 1999, Theodorou & Couvet
2006), and possibly also for maintaining heterozygosity in overdominant loci
(Kristensen et al. 2005, Demontis et al. 2009). Slower inbreeding has been shown
to be less harmful to the fitness of individuals or viability of populations in
other studies as well (Ehiobu et al. 1989, Day et al. 2003, Reed et al. 2003,
Pedersen et al. 2005). However, in some studies no effects of inbreeding rate on
fitness has been found (Kristensen et al. 2011), and in others, the effect of
inbreeding rate has varied from negative to positive depending on the trait and
the environment (Bijlsma et al. 2000, Swindell & Bouzat 2006, Mikkelsen et al.
2010). Despite high fitness at low to intermediate levels of inbreeding, offspring
production of the larger populations did decrease at higher inbreeding levels,
suggesting that the slower rate of inbreeding did not protect the populations
from the harmful effects of inbreeding and genetic drift in the long term.

The initial decrease in offspring production of the smaller populations,
and the rebound to the level of the control population, can be explained by
increased expression and subsequent purging of recessive deleterious alleles
(Lynch et al. 1995b, Wang et al. 1999, Theodorou & Couvet 2006). In later
generations, the continuous decrease in offspring production was likely due to
accumulation and fixation of mildly deleterious alleles that cannot be efficiently
purged (Lande 1994, Lynch et al. 1995b, Wang et al. 1999, Whitlock 2000,
Glemin 2003). Such fluctuations of fitness in populations of limited size have
not been reported often, but this may be due to the fact that only a few studies
have followed the fitness of small populations over a range of inbreeding
coefficients. However, a similar observation of an initial decrease in fitness,
followed by a recovery, was recently made by Larsen et al. (2011) with guppy
(Poecilia reticulata) populations consisting of five pairs of fish.

Only a few extinctions happened before f = 0.42 was reached, and the
difference in the proportion of extinct replicate populations between the two
population sizes at f = 0.06 - 0.42 was not significant. However, by the end of
the experiment, 67 % of the N10 replicate populations faced extinction. A
similar threshold relationship between extinction and the level of inbreeding
has been observed in other experimental studies (see Frankham 1995), and is
also expected on theoretical grounds (Lynch et al. 1995b, a, Theodorou &
Couvet 2006). It was also found that the time to extinction of the smaller
populations could be predicted by offspring production at the generation at
which the offspring production recovered after the initial decrease. This
suggests that the magnitude of the fitness rebound, i.e. the degree to which the
population was able to purge deleterious alleles, affected the survival of the
populations in later generations.
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3.2.2 Drift load in individual fitness (IV)

In the fitness measurements of the first generation offspring from the
experimental crosses, smaller populations showed a higher magnitude of drift
load (lower mean fitness) compared to larger populations over similar levels of
inbreeding (compared between the three population sizes: N2, N10, and N40).
Further, the increase in the magnitude of drift load with increasing level of
inbreeding was stronger in smaller populations. These findings are consistent
with the study on the effects of genetic drift on population viability (II), and
further support the inference of more effective selection against the deleterious
effects of drift with slower rate of inbreeding. In the two smallest population
sizes (N2 and N10), the frequency of deleterious alleles and allele combinations
may have been reduced also through selective elimination of the populations.
On the other hand, the extinction rate was highest in the smallest (N2)
populations, and still a significant decreasing trend in fitness was observed in
these populations. This shows the inefficiency of selection against the harmful
effects of inbreeding and genetic drift when the rate of inbreeding is very fast. A
negative relationship between the level of homozygosity and population fitness
is a common observation both in experimental studies and in the wild (e.g.
Saccheri et al. 1998, Rowe et al. 1999, Bijlsma et al. 2000, Reed & Frankham 2003,
Puurtinen et al. 2004, Spielman et al. 2004), but very few studies have followed
the fitness of different sized populations over a range of inbreeding coefficients.
However, my findings are consistent with those of Reed et al. (2003), who used
different sized D. melanogaster populations and showed that the decrease in
population survival with increasing level of inbreeding was faster in smaller
populations, i.e. with a faster rate of inbreeding.

3.3 Inbreeding by non-random mating (IV)

In the experimental crosses, there was significant inbreeding depression
(reduced fitness of offspring from full-sib matings relative to random matings
within a population) in the larger (N40), but not in the smaller (N10)
populations. However, the mean fitness of offspring from the full-sib crosses
compared to random crosses within the populations was often less than one
also in the smaller populations, indicating harmful effects of inbreeding.
Reduced fitness following mating between close relatives has been observed
practically in all examined taxa both in captivity and in natural populations (see
e.g. Charlesworth & Charlesworth 1987, Crnokrak & Roff 1999, Keller & Waller
2002). A possible explanation for finding significant inbreeding depression only
in the larger and not in the smaller populations is that at similar estimated
levels of inbreeding, the larger populations were in fact more heterozygous at
loci under selection. This difference could be caused by larger populations
having more loci heterozygous for newly arising mutations (Wang et al. 1999).
It is also possible that selection to maintain the pre-existing heterozygosity in
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overdominant loci was more effective in the larger populations (Kristensen et
al. 2005, Demontis et al. 2009). However, the overall difference between the two
population sizes was not significant, and the data does not allow firm
conclusions about the effects of inbreeding rate on the magnitude of inbreeding
depression.

3.4 Interpopulation hybridization

3.4.1 Long-term effects of hybridization on population viability (III)

Overall, hybridization between isolated populations increased population
viability, and the positive effects of hybridization lasted for the duration of the
experiment (for at least 7 generations). However, the effects of hybridization
differed between the two levels of population divergence. At the lower level of
divergence (f = 0.30), hybrid populations were significantly more viable than
the isolated source populations: offspring production was higher and extinction
probability was lower in the hybrid populations than in the isolated
populations. Further, offspring production in the hybrid populations was
higher than in the large control population. At the higher level of divergence (f
= 0.57), the hybrid populations were not significantly more viable than the
isolated source populations, and offspring production was lower than in the
control population. The number of source populations had no significant effect
on population viability, although there was a tendency for higher offspring
production in hybrid populations established from two source populations as
compared to hybrid populations established from four source populations.

The significantly improved viability of the hybrid populations compared
to the isolated source populations at the lower level of population divergence
was likely caused by masking of recessive deleterious alleles in heterozygous
genotypes, but increased heterozygosity in overdominant loci and interactions
between loci may also have had an effect (Lynch 1991, Lynch & Walsh 1998,
Whitlock et al. 2000, Erickson & Fenster 2006, Edmands et al. 2009). Fitness
increase following hybridization between populations suffering from
inbreeding and drift has been observed before in several taxa (see e.g. Edmands
1999, Fenster & Galloway 2000, Richards 2000, Marr et al. 2002, Rhode &
Cruzan 2005, Hogg et al. 2006, Coutellec & Caquet 2011). In many of the studies
that have followed performance beyond the first generation after hybridization,
heterosis observed in the first hybrid generation has turned into outbreeding
depression in the following generations (see Edmands 2007). My findings are
consistent with those of some previous studies that have found the positive
effects of hybridization to persist longer (e.g. Moll et al. 1965, Spielman &
Frankham 1992, Willi et al. 2007). Very few studies have been continued beyond
the second or third generation after hybridization. However, in a recent study
using experimental D. melanogaster populations, Bijlsma et al. (2010) found that
introducing 10 % immigration into small populations increased fitness of the
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populations for at least ten generations. Further, some long-term studies have
found outbreeding depression in early hybrid generations, but fitness recovery
in later generations (Erickson & Fenster 2006, Hwang et al. 2011). It is possible
that selection against deleterious alleles and allele combinations, and positive
selection favouring beneficial allele combinations, to some extent accounts for
the long-lasting positive effects of hybridization (Templeton 1986).

The higher offspring production of the hybrid populations established at
the lower level of population divergence compared to the large control
population suggests that selection had removed (purged) at least some
deleterious alleles from the isolated populations. Had there been no selection,
average genotypes in the hybrid populations should be similar to genotypes in
the control population, and the mean fitness of the hybrid populations should
equal the fitness in the control population (Falconer & Mackay 1996, Crnokrak
& Barrett 2002). The occurrence of purging in the isolated populations is
supported also by the study on the magnitude of drift load in the isolated
populations (II). Previous empirical evidence for purging has been equivocal
(Ballou 1997, Byers & Waller 1999, Crnokrak & Barrett 2002, Leberg & Firmin
2008). In particular, purging by small population size, as opposed to purging by
non-random mating, has been considered relatively inefficient (Glemin 2003).
The results of my thesis show that some purging of genetic load can occur also
in populations of very small size.

The reduced improvement in viability of the hybrid populations at the
higher level of population divergence can be due to several non-exclusive
genetic mechanisms. First, it is possible that recessive deleterious alleles have
been purged from the isolated populations to a large extent before the hybrid
populations were established. Naturally, hybridization cannot mask the effects
of recessive deleterious alleles if these alleles do not exist. A second possible
mechanism is accumulation of mildly deleterious alleles in the isolated
populations (Lande 1994, Lynch et al. 1995b, Wang et al. 1999, Whitlock 2000,
Glemin 2003). As mildly deleterious alleles typically are only weakly recessive,
their effects are expected to be masked only to a slight degree in the
heterozygous genotypes (Whitlock et al. 2000). A third possible explanation is
an increased opportunity for negative effects of hybridization with a higher
level of population divergence, through breakage of coadapted gene complexes
that may have developed in the isolated populations (Templeton 1986, Lynch
1991), or through formation of deleterious allele combinations in the hybrid
populations (Phillips & Johnson 1998, Orr & Turelli 2001). The higher offspring
production of the hybrid populations at the lower level of population
divergence, as compared to the control population, suggests that highly
deleterious recessive alleles were to some degree purged from the isolated
populations. The results from the experiment on the magnitude of drift load in
the isolated populations (II) also support this conclusion, and further, suggest
that the isolated populations had accumulated mildly deleterious alleles by the
time the later hybrid populations were established. Both of these factors
probably contribute to the reduced improvement in viability of the hybrid
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populations at the higher level of population divergence. However, increased
expression of negative effects of hybridization is also possible.

3.4.2 Short-term effects of hybridization on individual fitness (IV)

In the experimental crosses, interpopulation hybridization increased offspring
fitness (i.e. induced heterosis) in the two smallest population sizes (N2 and
N10), but not in the largest populations (N40). When compared over similar
levels of inbreeding, heterosis was higher in smaller populations, i.e. with a
faster rate of inbreeding. This is not surprising, taking into account that the
detrimental effects of genetic drift were also stronger with faster inbreeding
rate. The observation gives further evidence for more effective selection with
slower inbreeding: if the larger populations have more efficiently purged
recessive deleterious alleles and harmful allele combinations, or more efficiently
maintained heterozygosity in overdominant loci, there simply is not that much
to gain from hybridization. Higher heterosis in smaller compared to larger
populations has been reported before (Paland & Schmid 2003, Busch 2006, Willi
et al. 2007, Escobar et al. 2008, Coutellec & Caquet 2011), but these studies have
not separated the effects of population size and the level of inbreeding: the
observations of more heterosis in smaller populations in these studies are likely
caused by smaller populations being more inbred than the larger populations.
To my knowledge, no previous studies exist that would have studied the effect
of inbreeding rate on the outcome of interpopulation hybridization while
controlling for the effect of the level of inbreeding in the populations.

Population divergence had no significant effect on the outcome of
interpopulation hybridization. However, judged from the confidence intervals,
the N10 populations expressed significant heterosis in total fitness at
intermediate (f = 0.30 and f = 0.34), but not at low (f = 0.17), or at high levels of
population divergence (f = 0.45, f = 0.57, and f = 0.70). Not finding heterosis at a
low level of divergence can be explained by the fact that the potential for
heterosis through increased heterozygosity is low before some level of
divergence between populations is reached. Not finding heterosis at higher
levels of population divergence could be due to purging of highly deleterious
recessive alleles in the isolated populations (Lande 1994, Lynch et al. 1995b,
Wang et al. 1999, Whitlock 2000, Glemin 2003), or due to an increased risk for
the negative effects of hybridization (Templeton 1986, Lynch 1991, Orr 1995,
Phillips & Johnson 1998, Orr & Turelli 2001). Based on the other results from the
thesis (II-III; see above), purging of deleterious recessive alleles from the
isolated populations seems a plausible explanation, although the expression of
negative effects of hybridization is also possible. An intermediate optimum
between the level of parental divergence and fitness of the hybrid offspring has
been observed in other experimental studies of hybridization (reviewed in
Edmands 2002, 2007). However, the mechanism of population differentiation
may be different in the previous studies compared to this study, because the
previous studies have focused on geographically isolated natural populations
that may harbour adaptations to local environmental conditions.



4 CONCLUSIONS AND IMPLICATIONS

The results from my thesis show that selection can, to some extent, counteract
the deleterious effects of inbreeding and genetic drift even in populations with
an effective population size as small as eight individuals (II, III). However,
selection is inefficient against the continuous accumulation and fixation of
deleterious alleles if population size remains small. Even if small populations
are able to survive past the initial reductions in fitness at the early stages of
reduced population size, it is likely that they will suffer from decreased
offspring production and increased risk of extinction in future generations.

Furthermore, the results show that the effects of inbreeding and genetic
drift are less harmful when the rate of inbreeding is slower (II, IV). This is likely
due to more efficient selection with slower inbreeding against deleterious
recessive alleles and for maintenance of variation in loci with overdominant
effects on fitness. However, also the largest populations used in the
experiments (effective population size 23 individuals) did show a decrease in
fitness due to increased magnitudes of inbreeding and genetic drift (IV), and
offspring production of the populations was reduced at higher levels of
inbreeding (II). This suggests that a slower rate of inbreeding might not protect
larger populations against the deleterious consequences of inbreeding and
genetic drift, although it has to be noted that the effective population size was
rather small also in the largest populations used in the experiments.

The results on the effects of hybridization between isolated populations
show that interpopulation hybridization can increase the long-term viability of
small populations, but the benefits of hybridization are reduced when the
genetic divergence between populations is high (III). Furthermore, at the same
levels of inbreeding, smaller populations with faster rate of inbreeding are
likely to benefit more from interpopulation hybridization (IV).

Implications for conservation

The existence of natural populations that thrive in spite of severe reductions in
population size in their history has been suggested as evidence that small
populations can overcome problems caused by inbreeding and genetic drift
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through selective elimination of deleterious alleles (Ellegren et al. 1993, Hoelzel
et al. 1993, Visscher 2001, Windig et al. 2004, Facon et al. 2011). However, these
populations might represent only a small fraction of populations with similar
histories, with the majority of them being extinct today. Additionally, the
success of these populations may rely heavily on a substantial increase in
population size after the temporary reductions (Bryant et al. 1990, Saccheri et al.
1996, Miller & Hedrick 2001, Reed & Bryant 2001, but see Leberg & Firmin
2008). The results from my thesis show that small population size and isolation
from other populations of the same species is a threat to population persistence.
Although the harmful effects of reduced population size can be to some extent
counteracted by natural selection, permanent recovery of fitness is not likely to
happen in populations of consistently small size. The results also show that
although populations experiencing slow inbreeding are likely to be more fit
than populations experiencing fast inbreeding, when compared at the same
level of inbreeding, slow inbreeding rate cannot be relied on to protect the
populations against the deleterious consequences of inbreeding and genetic
drift. Furthermore, although the effects of genetic drift on the current fitness of
a population can be milder when the rate of inbreeding is slower, it has to be
recognized that the loss of genetic variation through drift may still compromise
the ability of the population to adapt to future changes in the environment
(Bijlsma & Loeschcke 2005, Willi et al. 2006).

Introduction of genetic material from other populations has been
suggested as a strategy to improve the viability of inbred populations
(reviewed in Tallmon et al. 2004, Hedrick 2005, Edmands 2007, Frankham et al.
2011). On the other hand, scientists have been inconsistent in their
recommendations for using interpopulation hybridization as a management
tool. Some recommend a more cautious approach because of the risks of
outbreeding depression (Edmands 2007) while others call for a more active
approach (Frankham et al. 2011). The results from my thesis indicate that
hybridization between isolated populations living in the same environment can
yield long-lasting fitness benefits for populations suffering from inbreeding and
drift. However, the results also show that the benefits of hybridization may
diminish with greater genetic divergence of the populations. Thus, even though
the results indicate the benefits of hybridization at low to moderate genetic
divergence, they call for caution when populations are more diverged, even
with populations living in similar environments. It is possible that
hybridization between such populations causes negative epistatic effects that
reduce the fitness of the hybrid individuals. On the other hand, if highly inbred
small populations have purged recessive detrimental alleles and accumulated
only partially recessive mildly detrimental alleles, as the results suggest, the
populations may benefit from introduced gene flow only if immigrants are
available that do not suffer from accumulation of mildly deleterious alleles, i.e.,
that come from a large population. If augmentation of gene flow is considered
necessary, it is better to act sooner rather than later, especially if the existing
populations of the species are small in size.
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Captive breeding and conservation programs can benefit further from the
knowledge that at the same levels of inbreeding, populations with smaller
historical size (faster rate of inbreeding) are likely to gain more from artificially
increased gene flow between populations, than are populations with larger
historical size (slower rate of inbreeding). To my knowledge, the results from
my thesis are among the first to show the effect of inbreeding rate on the
magnitude of benefits gained from interpopulation hybridization, while
controlling for the level of inbreeding in the populations.

Managers are also faced with a dilemma of how many individuals and
how many populations to use in translocation and re-introduction programs.
When using too little, there is a risk that the desired benefits are not achieved,
whereas using too many might be risky because of the higher potential for
outbreeding depression. In my thesis, the number of source populations did not
have a significant effect on the viability of the hybrid populations. However,
there was a general tendency for higher offspring production in hybrid
populations established from two source populations, as compared to hybrid
populations established from four source populations. This might imply that
using more source populations will increase the risk of negative effects of
hybridization. However, since the effect of the number of source populations
was not statistically significant, the results must be interpreted cautiously.

When considering the implications of the results from my thesis, it must
be taken into account that the populations under study originated from a single
source population quite recently, and were reared in the same, benign
environment. In the conservation of natural populations and species, it is
important to consider the possibility of divergent local adaptations (Templeton
1986), the influence of stressful or fluctuating environments (Swindell & Bouzat
2006, Edmands 2007, Mikkelsen et al. 2010, Kristensen et al. 2011), and the
potential of the populations to adapt to future environmental challenges
(Bijlsma & Loeschcke 2005, Hedrick 2005, Willi et al. 2006). Furthermore, when
considering the potential benefits gained from interpopulation hybridization, if
time frames of several tens or hundreds of generations are considered, it is
likely that hybridization can benefit a population only if population size is
allowed to increase (Liberg et al. 2005, Bijlsma et al. 2010). If the population
remains small and without constant gene flow, for example due to restricted
availability of suitable habitat, it can be expected that inbreeding and drift will
continue to decrease fitness of the population after the hybridization event.
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YHTEENVETO (RESUME IN FINNISH)

Geneettisen satunnaisajautumisen, sisdsiitoksen ja populaatioiden vilisen
risteytymisen vaikutukset pienten populaatioiden kelpoisuuteen ja elinky-

kyyn

Yhid useammat eldin- ja kasvipopulaatiot ovat pienikokoisia ja eristyneitd toisis-
ta saman lajin populaatioista, erityisesti ihmisen toiminnasta johtuvan elinym-
péristojen tuhoutumisen ja pirstoutumisen seurauksena. Tama on ongelma po-
pulaatioiden ja lajien suojelulle, koska pienet populaatiot ovat vaarassa havita
sekd demografisista ettd geneettisistd syistd. Pienten populaatioiden selviyty-
mistd uhkaavat geneettiset tekijat aiheutuvat lisddntyneestd sisésiitoksesta ja
geneettisestd satunnaisajautumisesta, jotka johtavat kelpoisuutta heikentdvéan
homotsygotian lisddntymiseen sekd haitallisten alleelien yleistymiseen ja ge-
neettisen muuntelun hédvidmiseen populaatiosta. Vaikka voimakkaasta sisdsii-
toksesta aiheutuvat valittomat haitat yksiloiden ja populaatioiden kelpoisuudel-
le ovat hyvin tunnettuja, kelpoisuuden laskun ennustaminen pitkille tulevai-
suuteen sisadsiitosasteen vahittdisen kasvun myotd ei ole yksinkertaista. Homo-
tsygotian lisddntyessd on mahdollista, ettd luonnonvalinta poistaa haitallisia
resessiivisid alleeleja populaatiosta. Valinnan tehokkuus voi kuitenkin riippua
monista eri tekijoistd, kuten haitallisten mutaatioiden luonteesta ja sisésiitoksen
nopeudesta. On ennustettu, ettd valinta toimii tehokkaammin suuremmissa po-
pulaatioissa, joissa sisdsiitosnopeus on pienempi. Kokeelliset tulokset valinnan
tehokkuudesta sisdsiitoksen ja geneettisen satunnaisajautumisen haitallisia vai-
kutuksia vastaan ovat kuitenkin ristiriitaisia.

Sisdsiitoksesta ja geneettisestd satunnaisajautumisesta kérsivien populaa-
tioiden suojelemiseksi on esitetty, ettd geenivirtaa eristyneiden populaatioiden
valilla lisattdisiin keinotekoisesti, esimerkiksi siirtdmalld yksiloitd populaatiosta
toiseen. Eri populaatioista tulevien yksildiden risteytyminen johtaa usein jélke-
ldisten kelpoisuuden kasvuun verrattuna populaatioiden sisdlld tapahtuvaan
pariutumiseen, pddasiassa jdlkeldisten lisddntyneen heterotsygotian takia. Po-
pulaatioiden vilinen risteytyminen voi kuitenkin olla myos haitallista. Ristey-
tymisen hyodyllisyys tai haitallisuus voi riippua monista eri tekijoistd, kuten
geneettisen erilaistumisen tasosta ja sisédsiitosnopeudesta eristyneissd populaa-
tioissa. Erityisesti pitkdaikaisten vaikutusten arviointi on vaikeaa.

Viitoskirjatydssani tutkin pienen populaatiokoon ja eristyneiden populaa-
tioiden vélisen risteytymisen vaikutuksia yksiloiden kelpoisuuteen ja populaa-
tion elinkykyyn. Tavoitteeni oli selvittdd, miten sisdsiitosnopeus (populaation
efektiivinen koko) vaikuttaa geneettisen satunnaisajautumisen ja sisédsiitoksen
seurauksiin eri sisdsiitosasteissa. Lisdksi tutkin, miten geneettisen erilaistumi-
sen taso, sisdsiitosnopeus eristyneissd populaatioissa ja risteytettavien populaa-
tioiden mddrd vaikuttavat populaatioiden vélisen risteytymisen seurauksiin.
Kéytin tyossdni kokeellista ldhestymistapaa mallilajina mahlakédrpanen Dro-
sophila littoralis. Kokeellinen lihestymistapa mahdollistaa erilaisten vaikuttavien
tekijoiden kontrolloinnin sekd riittdvan toistojen madran, mikd on usein mahdo-



38

tonta uhanalaisilla lajeilla luonnossa tehtavissa tutkimuksissa. Mallilajin avulla
olen toteuttanut laajamittaisia ja kontrolloituja kokeita, joiden avulla olen voi-
nut selvittda tiettyjen yksittdisten tekijoiden vaikutuksia yksiloiden ja populaa-
tioiden kelpoisuuteen. Tutkimuspopulaatioiden sisdsiitosnopeuden arvioin tut-
kimuslajille soveltuvien merkkigeenien avulla.

Viitoskirjatyoni tulokset osoittivat, ettd luonnonvalinta voi jossain maadrin
vidhentdd geneettisistd tekijoistd aiheutuvia haittoja pienissd populaatioissa, jo-
pa silloin kun populaation efektiivinen koko on vain noin 8 yksilod. Luonnon-
valinta ei kuitenkaan ole riittivan tehokasta estdmddn vihemman haitallisten
alleelien yleistymistd sisdsiitosasteen kasvaessa, jos populaatiokoko sdilyy pie-
nend. Vaikka populaatiot kykenisivit selvidmé&an pienentyneen populaatiokoon
aiheuttamasta vilittomastd kelpoisuuden laskusta, on todenndkoistd, ettd ne
tulevat kdrsimddn vahentyneestd jalkeldistuotosta ja lisddntyneestd sukupuutto-
riskistd myohemmissa sukupolvissa.

Tutkimuksissani havaitsin myos, ettd sisdsiitoksen ja geneettisen satun-
naisajautumisen vaikutukset ovat vihemman haitallisia jos sisdsiitosnopeus on
pienempi: kun erikokoisia populaatioita (N. = 1.9, N. = 8.1 ja N, = 23.2) verrat-
tiin samoissa sisdsiitosasteissa, kelpoisuus oli parempi suuremmissa kuin pie-
nemmissd populaatioissa. Tulos johtuu todennidkoisesti eroista luonnonvalin-
nan tehokkuudessa: suuremmissa populaatioissa valinta toimii tehokkaammin
haitallisten alleelien yleistymistd vastaan. Lisddntynyt sisésiittoisuus ja geneet-
tinen satunnaisajautuminen johtivat kuitenkin kelpoisuuden ja jilkeldistuoton
laskuun myos suuremmissa populaatioissa. Nayttdisikin siltd, ettd pienempi
sisdsiitosnopeus ei suojaa populaatioita sisdsiitoksen ja geneettisen satun-
naisajautumisen haitallisilta vaikutuksilta. On kuitenkin otettava huomioon,
ettd suurimmatkin tutkimuksissani kédyttamét populaatiot olivat efektiiviseltd
kooltaan hyvin pienid, vain noin 23 yksiloa.

Tulokset eristyneiden populaatioiden vilisen risteytymisen seurauksista
osoittivat, ettd populaatioiden vélinen risteytyminen voi parantaa pienten po-
pulaatioiden pitkdaikaista kelpoisuutta ja elinkykya. Risteytymisen hyodyt kui-
tenkin vahenivat huomattavasti, kun populaatioiden geneettinen erilaistuminen
lisdéntyi. Tamaé johtui todenndkoisesti siitd, ettd kun sisdsiitosaste eristyneissa
populaatioissa kasvoi, erittdin haitallisten resessiivisten alleelien maddra viahen-
tyi luonnonvalinnan seurauksena. Toisaalta vihemmaén haitallisten alleelien
médrd populaatioissa todenndkoisesti lisddntyi, koska valinta ei pienissd popu-
laatioissa toimi tehokkaasti niitd vastaan. Vihemmaén haitalliset alleelit ovat
vaikutuksiltaan vain osittain resessiivisid, ja siksi risteytymisen seurauksena
lisdéntynyt heterotsygotia ei peitd niiden haitallisia vaikutuksia. Onkin mahdol-
lista, ettd erittdin sisdsiittoisille populaatioille lisddntyneestd geenivirrasta on
merkittdvad hyotyd vain, jos geenivirta on suuresta populaatiosta, joka ei karsi
geneettisen satunnaisajautumisen seurauksista. Lisdksi havaitsin, ettd verratta-
essa risteytymisen hyotyjad erikokoisten populaatioiden vélilld samoissa sisésii-
tosasteissa, pienemmét populaatiot hyotyivét risteytymisestd enemmén kuin
suuremmat populaatiot. Pienempi sisdsiitosnopeus vihensi risteytymisen hyo-
tyjd todennikoisesti siksi, ettd tehokkaampi valinta vdhensi haitallisten alleelien
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fiksoitumista populaatioissa. Populaatioiden mééralld ei ollut merkitsevid vai-
kutusta risteytymisen seurauksiin.

Viitoskirjani tulokset voivat vaikuttaa kdytannon luonnonsuojelutyohon
monella tavalla. Arvioitaessa pienen populaatiokoon ja populaatioiden vilisen
risteytymisen vaikutuksia luonnonpopulaatioissa on kuitenkin otettava huomi-
oon myods mahdolliset ymparistotekijdt, joiden vaikutuksia en ole vditoskirja-
tyossdni késitellyt. Vaativat tai vaihtelevat ympéristoolot sekd populaatioiden
sopeutuminen erilaisiin ymparistoihin voivat vaikuttaa niin sisdsiitoksen ja ge-
neettisen satunnaisajautumisen kuin populaatioiden vélisen risteytymisen seu-
rauksiin. On myo6s pyrittdévd mahdollistamaan populaatioiden sopeutuminen
tuleviin ympaériston muutoksiin. Lisdksi on huomioitava, ettd populaatioiden
vilinen risteytyminen voi todella hyodyttdd populaatioita vain, jos populaa-
tiokoon kasvu turvataan. Jos populaatiokoko sdilyy pienend, esimerkiksi sopi-
van elinympariston vahdisyyden vuoksi, on todenndkoistd, ettd ilman jatkuvaa
geenivirtaa populaatio karsii sisdsiitoksen ja geneettisen satunnaisajautumisen
aiheuttamista ongelmista tulevissa sukupolvissa.
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Abstract

The difficulties in measuring total fitness of individuals necessitate the use of fitness surrogates in ecological and
evolutionary studies. These surrogates can be different components of fitness (e.g. survival or fecundity), or proxies more
uncertainly related to fitness (e.g. body size or growth rate). Ideally, fitness would be measured over the lifetime of
individuals; however, more convenient short-time measures are often used. Adult lifetime reproductive success (adult LRS)
is closely related to the total fitness of individuals, but it is difficult to measure and rarely included in fitness estimation in
experimental studies. We explored phenotypic correlations between female adult LRS and various commonly used fitness
components and proxies in a recently founded laboratory population of Drosophila littoralis. Noting that survival is usually
higher in laboratory conditions than in nature, we also calculated adjusted adult LRS measures that give more weight to
early reproduction. The lifetime measures of fecundity, longevity, and offspring viability were all relatively highly correlated
with adult LRS. However, correlations with short-time measures of fecundity and offspring production varied greatly
depending on the time of measurement, and the optimal time for measurement was different for unadjusted compared to
adjusted adult LRS measures. Correlations between size measures and adult LRS varied from weak to modest, leg size and
female weight having the highest correlations. Our results stress the importance of well-founded choice of fitness
surrogates in empirical research.

Citation: Pekkala N, Kotiaho JS, Puurtinen M (2011) Laboratory Relationships between Adult Lifetime Reproductive Success and Fitness Surrogates in a

Editor: Daniel Ortiz-Barrientos, The University of Queensland, Australia

* E-mail: nina.a.pekkala@jyu.fi

Drosophila littoralis Population. PLoS ONE 6(9): €24560. doi:10.1371/journal.pone.0024560

Received December 17, 2010; Accepted August 14, 2011; Published September 9, 2011

Copyright: © 2011 Pekkala et al. This is an open-access article distributed under the terms of the Creative Commons Attribution License, which permits
unrestricted use, distribution, and reproduction in any medium, provided the original author and source are credited.

Funding: The study was financed by Academy of Finland’s Centre of Excellence in Evolutionary Research, and Academy of Finland’s grant no. 7121616 to MP.
The funders had no role in study design, data collection and analysis, decision to publish, or preparation of the manuscript.

Competing Interests: The authors have declared that no competing interests exist.

Introduction

Fitness

can be defined as a property of a phenotype (or
genotype) that predicts its representation in future generations
[1-6]. Evolutionary biologists often seek to measure the fitness of
particular phenotypes (or genotypes) in order to understand and
predict changes in the constitution of populations. Measuring
fitness is not a simple task, and the best measure of fitness can
differ depending on the biology of the study system. Particularly,
the strength of genotype-by-environment interactions on fitness
[3,4] and, in species with overlapping generations, the rate of
reproduction [3,7-9], need to be considered when measuring
fitness. For species with non-overlapping generations, and for
populations at constant population size, the best measure of
individual fitness is the lifetime reproductive suc
number of viable zygotes produced over the whole life-cycle of the
individual [3,6].

Measuring the total fitness of individuals is often unfeasibly
demanding. Instead, researchers use various fitness surrogates,
traits that are thought to reflect fitness and are relatively casy to
measure. Fitness components, such as fecundity and survival, are
by necessity related to fitness [6], and are thus often preferred as
fitness surrogates in empirical studies [10-13]. However, these
traits are seldom measured over the whole lifetime of individuals,

ie. the

PLoS ONE | www.plosone.org

but only over a restricted time frame that is most feasible for the
study system. Besides different components of fitness, morpholog-
ical and behavioral traits such as body size, growth rate,
dominance, and mating success, are often used as surrogates of
fitness [12,14,15]. The association between these so called fitness
proxies and total fitness of individuals is more uncertain than that
between fitness components and total fitness, but they are often
measured due to their convenience [6]. Using any fitness surrogate
without empirical knowledge about the true relationship of the
surrogate and total fitness may lead to erroneous conclusions.

Adult lifetime reproductive success (adult LRS) is likely to be
closely related to total fitness of individuals, as it combines several
components and proxies of fitness (longevity, fecundity, offspring
viability, mating success, etc.). Brommer et al. [16] have shown
adult LRS to be a good predictor of long-term genetic
contribution to the population in natural populations of two bird
species. Adult LRS is, however, difficult to measure and therefore
rarely included in fitness estimation in experimental studies.

To evaluate the reliability of various commonly used fitness
surrogates, we explored phenotypic correlations between adult
LRS, measured as the total number of offspring produced over the
adult lifetime of individual females, and various morphological and
life history traits, in a recently founded Drosophila littoralis
laboratory population. D. lttoralis is a boreal drosophilid belonging
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Figure 1. L ks for ement of wing size (C1-C9).
doi:10.1371/journal.pone.0024560.g001

to the D. virilis species group. In northern Fennoscandia D. littoralis
overwinters as adult, reproduces in the spring, and the next
generation (summer generation) emerges before autumn [17]. The
overwintered and summer generations overlap only slightly and
only a small proportion of the summer generation reproduces
during the ongoing summer [17]. The species is thus practically
univoltine, with only slightly overlapping generations. However,
noting that survival is usually higher in laboratory conditions than
in nature where individuals are subject to predation and other
hazards, we also calculated adjusted adult LRS measures that give
more weight to early reproduction. Comparing the correlations of
other fitness surrogates to adjusted and unadjusted adult LRS
measures provides insight about the sensitivity of laboratory-
derived fitness correlations to the higher mortality rates likely to
exist in natural conditions. We explored phenotypic correlations
between the adult LRS measures and fitness components
measured over the lifetime of the females (longevity, lifetime
fecundity, and lifetime egg-to-adult viability of offspring), fitness
components measured over shorter periods throughout female life
(short-time fecundity and short-time offspring production), and
size measures often used as proxies of individual fitness (weight and
several morphological measures of the females).

Methods

Ethics Statement

No permits are required for collecting flies by the Tourujoki
River in Jyviskyla, Finland.

A laboratory population of D. httoralis was founded in spring
2006 from 157 males and 99 females collected from a natural
population by the Tourujoki River in Jyviskyla, Finland. Thirty-
four of the 99 females had been inseminated in the wild and
produced fertile eggs after transfer to the lab. The rest of the
females were mated randomly in the lab with the wild-caught
males. Population size was increased to 419 breeding couples in
F2. The parental flies were assigned randomly each generation,
but inbreeding was reduced by preventing full-sib matings. In a
sample of 20 individuals from F4, 11 out of 14 nuclear
microsatellite loci were polymorphic [18]. In the polymorphic
loci, the mean number of alleles was 6.8 and the mean observed
heterozygosity was 0.55. The flies were kept in plastic vials
(diameter 23.5 mm, height 75.0 mm) with malt-yeast medium
[19], at 19°C and relative humidity of 60% with constant light.
Generation length of the flies under these conditions is appro-
ximately 35 days.

@ PLoS ONE | www.plosone.org

In F3, we measured egg and offspring production for 84 females
from 5 days after eclosion until death. Based on a pilot experiment,
females don’t produce eggs before this age (data not shown). All
females were from different families. One female and one non-sib
male (age 13-22 days from eclosion) were placed into a plastic vial
with 8 ml of malt-yeast medium to mate and lay eggs. The couples
were placed into a new vial every second day, which is sufficient to
prevent crowding of the larvae (see Results). To make sure that
female reproduction was not limited by male quality, the male was
replaced with a new one (age 13-22 days) every second week, or
immediately if it was found dead or if it escaped during handling.
The number of eggs laid and the number of eclosing flies were
counted from each vial. Mould or bacterial growth in vials was
rare, and was not observed more often in vials with small number
of eggs compared to vials with more eggs (personal observation).

We measured adult LRS as the number of eclosing offspring
produced by an adult female over its lifetime. In optimal
laboratory conditions with continuous availability of food and no
predators the lifetime of Drosophila is much longer than in natural
populations [20]. Thus, the lifetime reproductive success reached
in laboratory conditions is rarely realized in nature. To further
explore the possible consequences of higher mortality on the

data
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Figure 2. Female survival. Proportion of females surviving in the
experiment (solid line), and expected survival probability with
additional daily mortality risk of 2, 4, 6, 8, 10, and 12% (dashed lines)
for different female ages (the dashed lines combine natural deaths with
the additional mortality risk). Female age (in days) is scored according
to the last day in a vial.

doi:10.1371/journal.pone.0024560.9002
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fitness surrogates, we calculated adjusted adult LRS measures by
assuming additional values of daily mortality risk of 2, 4, 6, 8, 10,
and 12% for the females. The offspring number in each vial was
multiplied by the calculated survival probability to the specified
age, and the adjusted offspring numbers of all the vials for each
female were then summed together. The adjusted adult LRS thus
equals the expected number of offspring a female with a certain
reproductive history in laboratory would produce if there was
some external factor, e.g. predation, inflicting a constant daily risk
of mortality. Lifetime fecundity was measured as the number of
eggs produced by an adult female over its lifetime. Offspring
viability was measured for cach female by dividing the total
number of offspring produced (i.e. adult LRS) by the total number
of eggs produced (i.e. lifetime fecundity; note that the fertilization
rate of the eggs is not known).

The short-time estimates of offspring production and fecundity
were calculated as sliding windows throughout female life. To be
able to compare estimates based on time frames of different length,
we used three different time frames: 2, 4 and 10 days. We also
present the correlations of cumulative offspring production and
cumulative fecundity with adult LRS. Comparing the correlations
of the cumulative measures and the short-time measures may
reveal the possible benefit of measuring offspring production or
fecundity of individuals from sexual maturity to some specific age
(L.e. cumulative measurement), versus measuring these traits only
for a short period at a specific age.

The females were weighed in the beginning of the experiment (5
days after eclosion). After death, females were preserved in 70%
ethanol. Several morphological measurements were taken from
the preserved samples. The wings and hind legs of the flies were
fixed on microscope slides and digitally photographed. Distance
between nine cross points of the wing veins (Fig. 1) and length of
femur, tibia, and the five segments of tarsus of hind legs were
measured from the images. When measurements could be taken
from both left and right wings or legs, we averaged the left and
right measurements to get one estimate for each measurement for
cach fly. When only one measurement was possible due to
damaged wings or legs (note that the flies had died of old age and
were thus rather worn), the single available measurement was
used. To obtain a single size component for wings and legs, we
extracted the first principal component from the correlation
matrix of the measurements. The size component for wing
explained 78.5% of total variance with initial cigenvalue of 28.3.
The size component for leg explained 50.3% of total variance with
initial eigenvalue of 3.5. Length of thorax (longest distance
between neck and the tip of scutellum measured from the side of
the fly), length of scutellum (longest dorsoventral distance), and
width of head (distance between eyes through ocelli) were
measured using light microscope. Each fly was measured twice,
and the mean of the two measurements was used in the analyses to
reduce the measurement error.

Measurements done with light microscope had fairly low
repeatabilities (thorax 0.85, scutellum 0.58 and head width 0.54).
Using the average of two measurements of the same trait however
reduces the measurement error. Measurements from wings and
legs were taken from digital photographs and are less affected by
measurement error. Calculating the repeatability from left and
right measurements includes variance due to asymmetry, in
addition to variance due to measurement error. Excluding the two
most asymmetric individuals from analysis, distance measurements
from left and right wings had average repeatability of 0.93,
distance measurements from left and right legs had average
repeatability of 0.60, and left and right measurements of tibia had
repeatability 0.86. As pointed out above, these repeatabilities are
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affected by real within-individual asymmetry. As we used the
average of the left and right-side measurements in all analysis, we
were able to obtain individual estimates that were less affected by
both asymmetry and measurement error.

Except for female longevity, all the variables were normally
distributed  (one-sample Kolmogorov-Smirnov test). Thus, we
analyzed the parametric correlation coeflicients between variables
other than longevity, and both parametric and non-parametric
correlation coefficients between longevity and the other variables.
We corrected for multiple testing using the Benjamini & Hochberg
correction for false discovery rate at 0.01 and 0.05 significance
levels [21]. To examine the possible effect of crowding on offspring
emergence, we tested the effect of number of eggs in a vial on egg-
to-adult offspring viability with linear regression. All the analyses
were performed with PASW Statistics 18.

Results

After removing females that accidentally escaped or died during
handling, a total of 77 females remained in the analyses. The last
female in the experiment was found dead at the age of 125 days
(Fig. 2). Offspring production of the females decreased with aging,
and this was due to combined effects of senescence on both female
fecundity and on egg-to-adult viability of offspring (Fig. 3). Mecan
number of eggs laid by the females began to decrease
approximately from the age of 45 days onwards. Mean egg-to-
adult offspring viability showed a continuous decrease as the
females aged. The peak in mean number of offspring produced
was at the age of 21 to 25 days. Negative effect of senescence on
female fecundity and offspring viability have been reported before
e.g. in D. melanogaster [22,23].

The possible effect of crowding on egg-to-adult viability of the
offspring was tested for vials collected from the beginning of the
experiment until the females were 35 days old, so that the effect of
female aging on offspring viability could be minimized. Number of
eggs in a vial did not affect egg-to-adult viability of the offspring
(Fig. 4).

Phenotypic correlations between the adult LRS measures,
fitness components measured over the lifetime of the females, and
size measures, together with means and standard deviations of the
variables, are shown in Table 1. Figure 5 displays correlations of
the variables graphically (not shown for the adjusted LRS
measures). From the fitness components measured over the

1,01

=
®
|

Egg-to-adult viability
&
q)

Figure 4. Egg-to-adult viability of offspring plotted against
number of eggs in a vial. Number of eggs in a vial did not affect egg-
to-adult viability of the offspring (linear regression of egg-to-adult
viability on egg number: F; o66 =2.997, R?=0.003, p = 0.084).
doi:10.1371/journal.pone.0024560.9g004

September 2011 | Volume 6 | Issue 9 | e24560



o
=
o
&
]
=
B
B3
2
2
°
5
2
8
3
m
=}
I

095tza | 6 anss| | 9 awnjop | 110z saqurdas

Table 1. Correlations between adult LRS measures, lifetime fitness components, and size measures, with means and standard deviations of the variables.

Adult LRS Adult LRS Adult LRS Adult LRS Adult LRS Adult LRS Lifetime Longevity Female Scutel-
Adult  with 2% with 4% with 6% with 8% with 10% with 12% Lifetime Longevity (non- weight  Wing Leg size Tibia Thorax lum Head
LRS mortality mortality mortality mortality mortality mortality fe dity viability ( ic) parametric) (mg) size (mm)  (mm) (mm) (mm) (mm)
Mean; SD 1027; 48 538;193 323;110 214;75 152; 56 113; 45 88; 37 1689; 654 .61;.16 86; 25 86; 25 333,40 - = .97; .04 1.54;.08 45;.03 .53;.03
Adult LRS 94%* (77) .80** (77) .66** (77) .55%* (77) A8** (77) A2**(77) 81** (77) .51%**(73) .63** (77) 55%* (77) 32%* (77) .24 (47) .38* (48) .24 (70) .22 (74) .24 (74) .12 (75)
Adult LRS with 95%* (77)  .86** (77) .78** (77) .71** (77) 65** (77) .78 (77) .51** (73) .55** (77) A3** (77) 36% (77) .32% (47) .42** (48) .28* (70) .26* (74) .25* (74) .17 (75)
2% mortality
Adult LRS with 97¥* (77)  .92%* (77) 87X (77) .83** (77) .67** (77) .A44** (73) .44** (77) 31 (77) 36* (77) .38* (47) .44** (48) .29 (70) .28* (74) .24 (74) .20 (75)
4% mortality
Adult LRS with 99%* (77) .96 (77) .93** (77) .56** (77) .37** (73) .33** (77) 23%(77) 36%* (77) 41%* (47) .44** (48) .28* (70) .28* (74) .22 (74) .22 (75)
6% mortality
Adult LRS with 99 (77)  .98** (77)  AT**(77) .30% (73)  .25% (77) 16 (77) 31%(77)  A42** (47) .44%* (48) .25 (70) .27* (74) .21 (74) .23 (75)
8% mortality
Adult LRS with 99%* (77)  .A41**(77) .25% (73) .20 (77) 18 (77) 28% (77)  A43** (47) .42** (48) .23 (70) .26* (74) .20 (74) .23 (75)
10% mortality
Adult LRS with 36%* (77)  .22(73) 16 (77) 07 (77) 26% (77)  A43** (47) 41** (48) .20 (70) .26* (74) .21 (74) .23 (75)
12% mortality
Lifetime —.05(73) 78" (77) J1¥*(77)  30% (77) .26 (47) .30 (48) .17 (70) .12 (74) .7 (74) .10 (75)
fecundity
Lifetime offspring —.02 (73) —.06 (73) J1(73)  —.05(45) .20 (44) .12 (66) .18 (70) .08 (70) .12 (71)
viability
Longevity (days; = 20 (77) .00 (47) .11 (48) .06 (70) .03 (74) .07 (74) .08 (75)
parametric)
Longevity (days; 16 (77)  —.03 (47) .13 (48) .01 (70) .01 (74) .02 (74) .16 (75)
non-parametric)
Female weight 7% (47) 73** 64%% T o775 38%*
(mg) (48) (70) (74) (74) (75)
Size component .88** .86** 78%* T3** AT
for wing (34) (46) (46) (46) (47)
Size component 92%* .80** 68** 58%*
for leg (48) (47) (47) (48)
Tibia T7** 61%* 54%
(69) (69) (70)
Thorax A b A48¥
(74) (74)
Scutellum A5¥*
(74)

“significant at the 0.01 level; * significant at the 0.05 level; significance levels are adjusted by Benjamini & Hochberg correction for false discovery rate.

Pearson'’s correlation coefficients (sample size in parentheses) between the adult LRS measures, lifetime fecundity, lifetime offspring viability, longevity (also non-parametric results shown), and the size measures of the females. On

the uppermost row mean and standard deviation of the variables.
doi:10.1371/journal.pone.0024560.t001
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doi:10.1371/journal.pone.0024560.9g005

lifetime of the females, fecundity had the highest correlation with
adult LRS (r=0.81). Female longevity and offspring viability were
also relatively highly correlated with adult LRS (r=0.63, and
r=0.51, respectively). Longevity and fecundity correlated posi-
tively with each other, but offspring viability correlated with
neither longevity nor fecundity. Size measures had modest to weak
correlations with adult LRS. Leg size, based on measurements of
all segments of the hind legs, had the highest correlation (r = 0.38),
followed by female weight (r = 0.32).

“orrelations between adult LRS and cumulative and short-time
measures of fecundity and offspring production are shown in
Figure 6. Correlations of the short-time measures of fecundity and
offspring production with adult LRS were highly dependent on the
time of measurement: for young females the correlations were low,

. PLoS ONE | www.plosone.org

but when measured from older females, the correlations were
much higher (up to 0.67 for short-time fecundity and 0.83 for
short-time offspring production). For both short-time fecundity
and short-time offspring production the highest correlations with
adult LRS were reached when the female age was about 50 to 80
days. The length of the time frame had only a minor effect: the
correlation of the 10-day measure with adult LRS was generally
only slightly higher than that of the 2-day measure. The short-time
measures performed well in comparison to the cumulative
measures of fecundity and offspring production.

Correlations between the adjusted adult LRS measures and 10-
day measures of fecundity and offspring production are shown in
Figure 7. As expected, correlations between the short-time
measures of fecundity and offspring production with adjusted

September 2011 | Volume 6 | Issue 9 | e24560
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— Cumulative
—— 10d window
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=====Critical r

Figure 6. Correlations between adult LRS and cumulative and short-time fecundity and offspring production. Pearson’s correlation
coefficients (r) between adult LRS and A) cumulative fecundity, and fecundity in sliding windows of 2 days, 4 days, and 10 days, and B) cumulative
offspring production, and offspring production in sliding windows of 2 days, 4 days, and 10 days. Above critical r (dashed line) correlations are
significant at o= 0.05 level (two-tailed; note that the critical effect size for significance increases with increasing female age because of decreasing
sample size). Female age is scored according to the midpoint of the time frame in question.

doi:10.1371/journal.pone.0024560.9g006

adult LRS were generally higher when measured from younger
than when measured from older flies; the effect was more
pronounced with higher levels of additional mortality risk.
Adjusting adult LRS with additional mortality risk also increased
variation between the different lengths of time frames: the 10-day
measure outperformed the shorter time frames by giving more
consistent correlations (data from shorter windows is not shown).

Mortality-adjustment to adult LRS did not have a strong effect
on the correlations with size measures (Table 1). If anything, the
correlations of size measures were stronger with the adjusted adult
LRS measures than with unadjusted adult LRS. This effect was
due to generally higher correlation of size measures with early
fecundity and offspring production than with late fecundity and
offspring production (analysis not shown).

Discussion

We  explored phenotypic correlations between adult LRS,
measured as the total number of offspring produced over the adult
lifetime of individual D. kttoralis females in laboratory, and various
morphological and life history traits commonly used as fitness
surrogates. As could be expected, the lifetime measures of fecundity,
longevity, and offspring viability were all relatively highly correlated
with adult LRS. Previous research on correlations between adult

@ PLoS ONE | www.plosone.org

LRS and other fitness surrogates is rather scarce. However, strong
positive correlation between longevity and adult LRS has been
documented also in D. melanogaster [24] and in the house fly (Musca
domestica) [25] in laboratory and in some bird [26-28] and mammal
species [29,30] in the field. In the housefly [25], the song sparrow
(Melospiza melodia) [26], and the house martin (Delichon urbica) [27],
strong correlation was also found between lifetime fecundity and
total number of offspring produced.

Correlation of the short-time measures of fecundity and
offspring production with adult LRS depended greatly on the
time of measurement: when measurements were from older rather
than from younger females correlations were surprisingly high.
The short-time measures performed well also in comparison to the
cumulative measures of fecundity and offspring production. It
secems that, if timed correctly, the more practical short-time
measures could give as good estimates of adult LRS as can more
laborious and time-consuming cumulative measurements. In
contrast to our findings, Reed and Bryant [25], exploring the
relationship between adult LRS and seven other fitness surrogates
in pairs of the housefly, ended up recommending only fitness
surrogates covering the entire lifetime of the organism. However,
the argument of Reed and Bryant [25] is based on the weak
performance of three fitness surrogates measured at the very
beginning of the reproductive lifetime of the housefly pairs (age at
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Figure 7. Effect of additional mortality on correlations between adult LRS and 10-day measures of fecundity and offspring

production. Pearson’s correlation coefficients (r) between adult LRS m:

easures (unadjusted adult LRS, and adult LRS adjusted for additional daily

mortality risk of 2, 4, 6, 8, 10, and 12%) and A) fecundity in sliding windows of 10 days, and B) offspring production in sliding windows of 10 days.

Above critical r (dashed line) correlations are significant at o=0.05 level
increasing female age because of decreasing sample size). Female age i
doi:10.1371/journal.pone.0024560.9007

first reproduction, the size of the first egg clutch, and egg-to-adult
viability of the first clutch). We measured short-time fecundity and
offspring production of individual females throughout the female
lifetime and, as said, discovered that when measured from
individuals well into their reproductive life, short-time measures
predicted adult LRS surprisingly well. Measuring fitness surrogates
from older individuals is of course justifiable only when mortality is
negligible; if mortality is high, the older age-classes comprise only a
selected subset of the population.

Correlation between adult LRS and short-time components of
fitness may depend greatly on the short-time measure used. In the
song sparrow, a strong correlation was found between the number
of young raised in the first breeding year and total number of
young reared by females in their lifetime (r = 0.82) [26]. However,
correlation between the number of eggs laid in the first breeding
year and the total number of young reared was relatively poor
(r=0.32) [26].

Correlations between adult LRS and size measures were
generally weaker than those between adult LRS and measures of
life history traits (longevity, lifetime or short-time fecundity, short-
time offspring production, and lifetime egg-to-adult viability of
offspring). However, two of the correlated
reasonably well with adult LRS: leg size and female weight. In
fact, by simply weighing the female one can get a better estimate
for adult LRS than with an unfavorably timed measurement of
fecundity. Tibia length, a commonly used size measure [14,31,32],
had a lower correlation with adult LRS than the size measure
combining all leg segments.

size measures

@ PLoS ONE | www.plosone.org

(two-tailed; note that the critical effect size for significance increases with
s scored according to the midpoint of the time frame in question.

There seems to be a lot of variation in how size measures relate
to offspring production between different species studied. Partridge
et al. [23] documented a strong positive correlation between thorax
length and adult LRS in D. melanogaster (r = 0.67). This correlation
is much stronger than what was found in our study (r=0.22), in
spite of the similar study systems. Strong correlations between
offspring production and weight have been documented e.g. in red
squirrels (Sciurus vulgaris) [33] and in a monogamous rodent
(Peromyscus californicus) [34]. Scott [35] studied these relationships in
Bewick’s swans (Cygnus  columbianus  bewickii), and found only
moderate to weak correlations between total number of young
and female weight and morphological measures. In the house
martin, body mass, keel length, and wing length were all very poor
indicators of total young reared [27].

In addition to the adult LRS realized in laboratory conditions,
we used adjusted measures with additional daily mortality risk of
the females. Thus, the adult LRS measures adjusted for mortality
weight carly reproduction more than later reproduction, and
therefore more closely reflect fitness in natural conditions where
the flies have evolved. It is well known that predation and other
hazards in nature result in shorter lifespan in nature than in
laboratory [20], and that mortality caused by predation affects the
evolution of life-histories [36,37]. Estimates of daily mortality risk
in natural populations of various Drosophila species range from 15%
to 55% [20]. Thus, although a lifetime in D. lttoralis is somewhat
longer than in the species used in these studies, the daily mortality
estimates used here (2, 4, 6, 8, 10, and 12%, in addition to natural
death of the females in the experiment) can be considered
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conservative. Predictably, and in contrast to what was found for
unadjusted adult LRS, the short-time measures of fecundity and
offspring production correlated better with mortality-adjusted adult
LRS if measured from younger flies than if measured from older
flies. Thus, assuming additional mortality risk in nature changes the
optimal time frame for short-time measurements of fecundity and
offspring production. Interestingly, size measures tended to
correlate more strongly with adjusted adult LRS than with
unadjusted adult LRS, suggesting that size might predict fitness
better in environments where mortality rates are higher.

Because adult LRS combines several fitness components, it is
likely to be closely related to the total fitness of individuals. Using
adult LRS as a surrogate for total fitness is not, however, totally
unambiguous. The number of adult offspring eclosing from the
eggs laid by a female is not solely the property of the female, but
also that of the offspring themselves, as the offspring have unique
genotypes different from their mother. Assigning offspring fitness
to the mother may thus lead to erroncous conclusions, especially if
the impact of offspring genotype on offspring viability is large in
comparison to maternal effects [38]. In this light, lifetime fecundity
might be considered a better estimate of female fitness than
lifetime offspring production, as fecundity can more clearly be
considered a property of the female itself. While achieving
consensus on the best fitness measure (total number of eggs vs.
total number of adult offspring) is beyond the scope of the current
paper, we argue that researchers should always carefully consider
how they define individual fitne

The possible effects of competition are excluded in our study, as
the availability of food was not a limiting factor, and only one male
and one female fly were introduced to each other. Competition
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over resources such as food and shelter may not be strong in the
natural habitat of the flies, as the population density seemed low at
the Tourujoki River area (personal observation). However, other
evolutionary processes such as sexual selection might potentially
contribute to the reproductive success of the flies [39]. A recent
study showed that increased exposure to males changes rate-
sensitive fitness estimates of females in D. melanogaster, and the
direction of the change depends on whether the population is
expanding or declining [7]. The effects of competition can thus be
complex and dependent on population dynamics.

In summary, the best surrogates for adult LRS of D. littoralis
females in this study were lifetime fecundity and well-timed short-
time measures of fecundity and offspring production. The great
variation found in the strength of the relationship between adult
LRS and the other surrogates of fitness shows the importance of
careful choice of fitness surrogates in empirical research. With
short-time measures, it is crucial to pay attention to the timing of
the measurements.

Acknowledgments

We thank the editor and three anonymous referces for their constructive
comments. We also thank Sari Mikkelsson for her contribution on the
maintenance of the flies and measurements of egg and offspring
production.

Author Contributions

Conceived and designed the experiments: NP JSK MP. Performed the
experiments: NP. Analyzed the data: NP JSK MP. Wrote the paper: NP
JSK MP.

17. Aspi J, Lumme J, Hoikkala A, Heikkinen E (1993) Reproductive ccology of the
boreal riparian guild of Drosophila. Ecography 16: 65-72.

18. Routtu J, Hoikkala A, Kankare M (2007) Microsatellite-based species
identification method for Drosophila virilis group species. Hereditas 144: 213-221,

19. Lakovaara S (1969) Malt as a culture medium for Dyosophila specics. Drosophila
Inf Serv 44: 128.

20. Rosewell J, Shorrocks B (1987) The implication of survival rates in natural
populations of Drosophila: capture-recapture experiments on domestic species.
Biol J Linn Soc 32: 373-384.

21. Benjamini Y, Hochberg Y (1995) Controlling the false discovery rate: a practical
and powerful approach to multiple testing. J R Stat Soc Ser B-Methodol 57:
289-300.

22, Kern S, Ackermann M, Stearns SC, Kawecki TJ (2001) Decline in offspring
viability as a manifestation of aging in Drosophila melanogaster. Exolution 55:
1822-1831.

23. Partridge L, Fowler K, Trevitt S, Sharp W (1986) An examination of the effects
of males on the survival and egg-production rates of female Drosophila melanogaster.
J Insect Physiol 32: 925-929.

24. Partridge L (1988) Lifetime reproductive success in Dyosophila. In: Clutton-
Brock TH, ed. Reproductive success - studies of individual variation in
contrasting breeding systems. Chicago: The University of Chicago Press. pp
11-23.

25. Reed DH, Bryant EH (2004) Phenotypic correlations among fitess and its
components in a population of the housefly. J Evol Biol 17: 919-923.

26. Smith JNM (1988) Determinants of lifetime reproductive s in the song
sparrow. In: Clutton-Brock TH, ed. Reproductive success - studies of individual
variation in contrasting breeding systems. Chicago: The University of Chicago
Press. pp 154-172.

27. Bryant DM (1988) Lifetime reproductive success of house martins. In: Clutton-
Brock TH, ed. Reproductive success - studies of individual variation in
contrasting breeding systems. Chicago: The University of Chicago Press. pp
173-188.

28. Newton 1 (1988) Age and reproduction in the sparrowhawk. In: Clutton-
Brock TH, ed. Reproductive success - studies of individual variation in contrasting
breeding systems. Chicago: The University of Chicago Press. pp 201-219.

29. Kruuk LEB, Clutton-Brock TH, Rose KE, Guinness FE (1999) Early
determinants of lifetime reproductive success differ between the sexes in red
deer. Proc R Soc Lond Ser B-Biol Sci 266: 1655-1661.

30. Bercovitch FB, Berard JD (1993) Life history costs and consequences of rapid
reproductive maturation in female rhesus macaques. Behav Ecol Sociobiol 32:
103-109.

su

September 2011 | Volume 6 | Issue 9 | e24560



w

. LeBas NR, Hockham LR, Ritchic MG (2004) Sexual selection in the gifi-giving

dance fly, Rhamphomyia sulcata, favors small males carrying small gifts. Evolution
58: 17631772,

. Urrutia MA, Wade MR, Phillips CB, Wratten SD (2007) Influence of host diet

on parasitoid fitness: unravelling the complexity of a temperate pastoral
agroccosystem. Entomol Exp Appl 123: 63-71.

. Wauters L, Dhondt AA (1989) Body weight, longevity and reproductive success

in red squirrels (Sciurus wulgaris). J Anim Ecol 58: 637-651.

34. Ribble DO (1992) Lifetime reproductive success and it’s correlates in the

monogamous rodent, Peromyscus californicus. ] Anim Ecol 61: 457-468.

. Scott DK (1988) Breeding success in Bewick’s swans. In: Clutton-Brock TH, ed.

Reproductive success - studics of individual variation in contrasting breeding
systems. Chicago: The University of Chicago Press. pp 221-236.

@ PLoS ONE | www.plosone.org

38.

. Aspi J, Hoikkala A (1995) Male mating suc

Fitness Surrogates in Drosophila littoralis

. Reznick DA, Bryga H, Endler JA (1990) Experimentally induced life-history

evolution in a natural population. Nature 346: 357-359.

. Reznick DN, Butler MJ, Rodd FH, Ross P (1996) Life-history evolution in

gquppies (Poecilia. reticulata).6. Differential mortality as a mechanism for natural
selection. Evolution 50 16511660,

Wolf JB, Wade MJ (2001) On the assignment of fitness to parents and offspring:
whose fitness is it and when does it matter? J Evol Biol 14: 347-356.

ss and survival in the field with
respect to size and courtship song characters in Drosophila ittoralis and D. montana
(Diptera: Drosophilidac). J Inscct Behav 8: 67-87.

September 2011 | Volume 6 | Issue 9 | e24560



II

INBREEDING RATE MODIFIES THE DYNAMICS OF GENETIC
LOAD IN SMALL POPULATIONS

by

Nina Pekkala, K. Emily Knott, Janne S. Kotiaho & Mikael Puurtinen

Submitted manuscript



III

THE BENEFITS OF INTERPOPULATION HYBRIDIZATION
DIMINISH WITH INCREASING DIVERGENCE OF SMALL
POPULATIONS

by

Nina Pekkala, Janne S. Kotiaho, Kari Nissinen & Mikael Puurtinen

Submitted manuscript



IV

EFFECT OF INBREEDING RATE ON THE MAGNITUDES OF
DRIFT LOAD, INBREEDING DEPRESSION, AND HETEROSIS

by

Nina Pekkala, K. Emily Knott, Janne S. Kotiaho, Kari Nissinen & Mikael
Puurtinen

Manuscript



BIOLOGICAL RESEARCH REPORTS FROM THE UNIVERSITY OF JYVASKYLA

1

RAATIKAINEN, M. & VASARAINEN, A., Damage
caused by timothy flies (Amaurosoma spp.)
in Finland, pp. 3-8.

SARKKA, J., The numbers of Tubifex tubifex and
its cocoons in relation to the mesh size,

pp. 9-13.

ELORANTA, P. & ELORANTA, A., Keurusseldn
kalastosta ja sen rakenteesta. - On the fish
fauna of Lake Keurusselkd, Finnish Lake
District, pp. 14-29.

ELORANTA, P. & ELORANTA, A., Kuusveden veden
laadusta, kasviplanktonista ja kalastosta. - On
the properties of water, phytoplankton and
fish fauna of Lake Kuusvesi, Central Finland,
pp. 30-47. 47 p. 1975.

ELoranTa, V., Effects of different process
wastes and main sewer effluents from pulp
mills on the growth and production of
Ankistrodesmus falcatus var. acicularis
(Chlorophyta), pp. 3-33.

ELORANTA, P. & KunNas, S., A comparison of
littoral periphyton in some lakes of Central
Finland, pp. 34-50.

ELORANTA, P, Phytoplankton and primary
production in situ in the lakes Jyvasjarvi and
North Pédijanne in summer 1974, pp. 51-66.
66 p. 1976.

RAATIKAINEN, M., HALKKA, O., VASARAINEN, A. &
HaLkka, L., Abundance of Philaenus
spumarius in relation to types of plant
community in the Tvarminne archipelago,
southern Finland. 38 p. 1977

Hakxagri, L., On the productivity and ecology
of zooplankton and its role as food for fish in
some lakes in Central Finland. 87 p. 1978.
KApyLA, M., Bionomics of five woodnesting
solitary species of bees (Hym., Megachilidae),
with emphasis on flower relationships. 89 p.
1978.

KaNkaALA, P. & Saari, V., The vascular flora of
the Vaarunvuoret hills and its conservation,
pp. 3-62.

TOrMALA, T. & KovaneN, J., Growth and ageing
of magpie (Pica pica L.) nestlings, pp. 63-77.
77 p. 1979.

VutALa, J., Hair growth patterns in the vole
Clethrionomys rufocanus (Sund.), pp. 3-17.
Niemy, R. & Hunta, V., Oribatid communities in
artificial soil made of sewage sludge and
crushed bark, pp. 18-30. 30 p. 1981.

TOrRMALA, T., Structure and dynamics of
reserved field ecosystem in central Finland.
58 p. 1981.

ELORANTA, V. & Kurvasniemr, K., Acute toxicity
of two herbicides, glyphosate and 2,4-D, to
Selenastrum capricornuturn Printz
(Chlorophyta), pp. 3-18.

ELORANTA, P. & KunNas, S., Periphyton
accumulation and diatom communities on
artificial substrates in recipients of pulp mill
effluents, pp. 19-33.

ELORANTA, P. & MARjA-AHO, J., Transect studies
on the aquatic inacrophyte vegetation of Lake
Saimaa in 1980, pp. 35-65. 65 p. 1982.

10
11

12

13

14

15

16

17

18

19

20

21

22

23

24

25

26

27

28

29

LAKE PAJANNE Symrosium. 199 p. 1987.

SaARI, V. & OHENOJA, E., A check-list of the
larger fungi of Central Finland. 74 p. 1988.
Kojora, 1., Maternal investment in semi-
domesticated reindeer (Rangifer t. tarandus
L.). 26 p. Yhteenveto 2 p. 1989.

MERILAINEN, J. J., Impact of an acid, polyhumic
river on estuarine zoobenthos and vegetation
in the Baltic Sea, Finland. 48 p. Yhteenveto 2 p.
1989.

LummE, L., On the clone selection, ectomy-
corrhizal inoculation of short-rotation will-
ows (Salix spp.) and on the effects of some
nutrients sources on soil properties and

plant nutrition. 55 p. Yhteenveto 3 p. 1989.
Kurtunen, M., Food, space and time constraints
on reproduction in the common treecreeper
(Certhia familiaris L.) 22 p. Yhteenveto 2 p.
1989.

YLONEN, H., Temporal variation of behavioural
and demographical processes in cyclic
Clethrionomys populations. 35 p. Yhteenveto
2 p. 1989.

MIKKONEN, A., Occurrence and properties of
proteolytic enzymes in germinating legume
seeds. 61 p. Yhteenveto 1 p. 1990.
KamNULAINEN, H., Effects of chronic exercise and
ageing on regional energy metabolism in heart
muscle. 76 p. Yhteenveto 1 p. 1990.

Lakso, MER]A, Sex-specific mouse testosterone
16 “-hydroxylase (cytochrome P450) genes:
characterization and genetic and hormonal
regulations. 70 p. Yhteenveto 1 p. 1990.
SeTALA, HEIKki, Effects of soil fauna on
decomposition and nutrient dynamics in
coniferous forest soil. 56 p. Yhteenveto 2 p.
1990.

NARVANEN, ALE, Synthetic peptides as probes
for protein interactions and as antigenic
epitopes. 90 p. Yhteenveto 2 p. 1990.
EcoTtoxicoLoGY SEMINAR, 115 p. 1991.

Rossi, Esko, An index method for
environmental risk assessment in wood
processing industry. 117 p. Yhteenveto 2 p.
1991.

SUHONEN, Jukka, Predation risk and
competition in mixed species tit flocks. 29 p.
Yhteenveto 2 p. 1991.

SUOMEN MUUTTUVA LUONTO. Mikko Raatikaiselle
omistettu juhlakirja. 185 p. 1992.

Koskivaara, MaRrl, Monogeneans and other
parasites on the gills of roach (Rutilus rutilus)
in Central Finland. Differences between four
lakes and the nature of dactylogyrid
communities. 30 p. Yhteenveto 2 p. 1992.
TasKINEN, Jount, On the ecology of two
Rhipidocotyle species (Digenea:
Bucephalidae) from two Finnish lakes. 31 p.
Yhteenveto 2 p.1992.

HuoviLa, Ari, Assembly of hepatitis B surface
antigen. 73 p. Yhteenveto 1 p. 1992.

SALONEN, VEIKKO, Plant colonization of
harvested peat surfaces. 29 p. Yhteenveto 2 p.
1992.



BIOLOGICAL RESEARCH REPORTS FROM

30

31

32

33

34

35

36

37

38

39

40

41

42

43

44

45

46

47

48

JokiNEN, ILMARI, Immunoglobulin production
by cultured lymphocytes of patients with
rheumatoid arthritis: association with disease
severity. 78 p. Yhteenveto 2 p. 1992.
PuNNONEN, EEva-Lusa, Ultrastructural studies
on cellular autophagy. Structure of limiting
membranes and route of enzyme delivery.

77 p. Yhteenveto 2 p. 1993.

Hamvi, Jari, Effects of earthworms on soil
processes in coniferous forest soil. 35 p.
Yhteenveto 2 p.1993.

Z1HA0, GUOCHANG, Ultraviolet radiation induced
oxidative stress in cultured human skin
fibroblasts and antioxidant protection. 86 p.
Yhteenveto 1 p. 1993.

RATTI, OsMo, Polyterritorial polygyny in the
pied flycatcher. 31 p. Yhteenveto 2 p. 1993.
MarjomAKl, VArPU, Endosomes and lysosomes
in cardiomyocytes. A study on morphology
and function. 64 p. Yhteenveto 1 p. 1993.
KiHLsTROM, MARKKU, Myocardial antioxidant
enzyme systems in physical exercise and
tissue damage. 99 p. Yhteenveto 2 p. 1994.
Muortka, Tivo, Patterns in northern stream
guilds and communities. 24 p. Yhteenveto

2 p. 1994.

EFFECT OF FERTILIZATION ON FOREST ECOSYSTEM 218
p- 1994.

KERVINEN, Jukka, Occurrence, catalytic
properties, intracellular localization and
structure of barley aspartic proteinase.

65 p. Yhteenveto 1 p.1994.

MaPPES, JOHANNA, Maternal care and
reproductive tactics in shield bugs. 30 p.
Yhteenveto 3 p. 1994.

SnkAMAKI, PIRKKO, Determinants of clutch-size
and reproductive success in the pied
flycatcher. 35 p. Yhteenveto 2 p. 1995.
Marees, Tario, Breeding tactics and
reproductive success in the bank vole. 28 p.
Yhteenveto 3 p. 1995.

LAITINEN, MARKKU, Biomonitoring of
theresponses of fish to environmental stress.
39 p. Yhteenveto 2 p. 1995.

LappALAINEN, PEKKA, The dinuclear Cu centre of
cytochrome oxidase. 52 p. Yhteenveto 1 p.
1995.

RiNTAMAKI, PEKKA, Male mating success and
female choice in the lekking black grouse. 23 p.
Yhteenveto 2 p. 1995.

SuuroNEeN, TiNa, The relationship of oxidative
and glycolytic capacity of longissimus dorsi
muscle to meat quality when different pig
breeds and crossbreeds are compared. 112 p.
Yhteenveto 2 p. 1995.

Koskenniemr, Esa, The ecological succession
and characteristics in small Finnish
polyhumic reservoirs. 36 p. Yhteenveto 1 p.
1995.

Hovi, MarTi, The lek mating system in the
black grouse: the role of sexual selection. 30 p.
Yhteenveto 1 p. 1995.

49

50

51

52

53

54

55

56

57

58

59

60

61

62

63

64

65

66

67

THE UNIVERSITY OF JYVASKYLA

MARTTILA, SALLA, Differential expression of
aspartic and cycteine proteinases, glutamine
synthetase, and a stress protein, HVAI, in
germinating barley. 54 p. Yhteenveto 1 p. 1996
Hunra, Esa, Effects of forest fragmentation on
reproductive success of birds in boreal forests.
26 p. Yhteenveto 2 p. 1996.

OJALA, JoHANNA, Muscle cell differentiation in
vitro and effects of antisense oligode-
oxyribonucleotides on gene expression of
contractile proteins. 157 p. Yhteenveto 2
p-1996.

PaLomAxki, Risto, Biomass and diversity of
macrozoobenthos in the lake littoral in
relation to environmental characteristics. 27 p.
Yhteenveto 2 p. 1996.

Pusentus, Jyrki, Intraspecific interactions, space
use and reproductive success in the field vole.
28 p. Yhteenveto 2 p. 1996.

SALMINEN, JANNE, Effects of harmful chemicals
on soil animal communities and
decomposition. 28 p. Yhteenveto 2 p. 1996.
KortiaHo, JANNE, Sexual selection and costs of
sexual signalling in a wolf spider. 25 p. (96 p.).
Yhteenveto 2 p. 1997.

KoskELA, JuHa, Feed intake and growth
variability in Salmonids. 27p. (108 p.).
Yhteenveto 2 p. 1997.

NAARALA, JONNE, Studies in the mechanisms of
lead neurotoxicity and oxidative stress in
human neuroblastoma cells. 68 p. (126 p.).
Yhteenveto 1 p.1997.

Ano, Teya, Determinants of breeding
performance of the Eurasian treecreeper. 27 p.
(130 p.). Yhteenveto 2 p. 1997.

HaararanTa, Anri, Cell and tissue changes in
perch (Perca fluviatilis) and roach (Rutilus
rutilus) in relation to water quality. 43 p.

(112 p.). Yhteenveto 3 p. 1997.

Somasuo, Markus, The effects of pulp and
paper mill effluents on fish: a biomarker
approach. 59 p. (158 p.). Yhteenveto 2 p. 1997.
MikoLa, Juna, Trophic-level dynamics in
microbial-based soil food webs. 31 p. (110 p.).
Yhteenveto 1 p.1997.

RAHKONEN, RuTTA, Interactions between a gull
tapeworm Diphyllobothrium dendriticum
(Cestoda) and trout (Salmo trutta L). 43 p.

(69 p.). Yhteenveto 3 p. 1998.

KoskeLa, Esa, Reproductive trade-offs in the
bank vole. 29 p. (94 p.). Yhteenveto 2 p. 1998.
Horng, Tana, Evolution of female choice in the
bank vole. 22 p. (78 p.). Yhteenveto 2 p. 1998.
PIRHONEN, JUHANI, Some effects of cultivation on
the smolting of two forms of brown trout
(Salmo trutta). 37 p. (97 p.). Yhteenveto 2 p.
1998.

Laakso, Joun, Sensitivity of ecosystem
functioning to changes in the structure of soil
food webs. 28 p. (151 p.). Yhteenveto 1 p. 1998.
NikuLa, Tuomo, Development of radiolabeled
monoclonal antibody constructs: capable of
transporting high radiation dose into cancer
cells. 45 p. (109 p.). Yhteenveto 1 p. 1998.



BIOLOGICAL RESEARCH REPORTS FROM THE UNIVERSITY OF JYVASKYLA

68

69

70

71

72

78

79

80

81

82

83

84

85

AIRENNE, KR, Production of recombinant
avidins in Escherichia coli and insect cells.

96 p. (136 p.). Yhteenveto 2 p. 1998.
LyyTIKAINEN, TAPANI, Thermal biology of
underyearling Lake Inari Arctic Charr
Salvelinus alpinus. 34 p. (92 p.).

Yhteenveto 1 p. 1998.

VIHINEN-RANTA, MAyA, Canine parvovirus.
Endocytic entry and nuclear import. 74 p.

(96 p.). Yhteenveto 1 p. 1998.

MARTIKAINEN, Esko, Environmental factors
influencing effects of chemicals on soil animals.
Studies at population and community levels. 44
p- (137 p.). Yhteenveto 1 p. 1998.

AHLROTH, PETRI, Dispersal and life-history
differences between waterstrider (Aquarius
najas) populations. 36 p. (98 p.).

Yhteenveto 1 p. 1999.

VIROLAINEN, KAIja, Selection of nature reserve
networks. - Luonnonsuojelualueiden valinta.
28 p. (87 p.). Yhteenveto 1 p. 1999.

SELIN, PIRKKO, Turvevarojen teollinen kdytto ja
suopohjan hyodyntaminen Suomessa. -
Industrial use of peatlands and the re-use of
cut-away areas in Finland. 262 p. Foreword 3
p- Executive summary 9 p. 1999.

LerPPANEN, HARRI, The fate of resin acids and
resin acid-derived compounds in aquatic
environment contaminated by chemical wood
industry. - Hartsihappojen ja hartsihappope-
rédisten yhdisteiden ymparistokohtalo kemial-
lisen puunjalostusteollisuuden likaamissa
vesistoissd. 45 p. (149 p.).

Yhteenveto 2 p.1999.

LinpsTrROM, LEENA, Evolution of conspicuous
warning signals. - Nikyvien varoitussignaa-
lien evoluutio. 44 p. (96 p.). Yhteenveto 3 p.
2000.

MarriLa, ELisa, Factors limiting reproductive
success in terrestrial orchids. - Kimmekoiden
lisdantymismenestysta rajoittavat tekijit. 29 p.
(95 p.). Yhteenveto 2 p. 2000.

KareLs, AarNoO, Ecotoxicity of pulp and paper
mill effluents in fish. Responses at biochemical,
individual, populationand community levels.
-Sellu-ja paperiteollisuuden jitevesien
ekotoksisuus kaloille. Tutkimus kalojen
biokemiallisista, fysiologisista seka
populaatio-ja yhteisovasteista. 68 p. (177 p.).
Yhteenveto 1 p. Samenvatting 1 p. 2000.
AALTONEN, TuuLA, Effects of pulp and paper
mill effluents on fish immune defence. - Met-
séteollisuuden jitevesien aiheuttamat
immunologiset muutokset kaloissa. 62 p. (125
p.)- 2000.

HEeLENIUs, MERJA, Aging-associated changes in
NF-kappa B signaling. - Ikdéntymisen vaiku-
tus NF-kappa B:n signalointiin. 75 p. (143 p.).
Yhteenveto 2 p. 2000.

73

74

75

76

77

86

87

88

89

90

91

92

SirroNEN, MaTTi, The Finnish inland fisheries
system. The outcomes of private ownership of
fishing rights and of changes in administrative
practices. 81 p. (188 p.). Yhteenveto 2 p. 1999.
Lammi, AntTi, Reproductive success, local
adaptation and genetic diversity in small plant
populations. 36 p. (107 p.). Yhteenveto 4 p. 1999.
Niva, Teuvo, Ecology of stocked brown trout in
boreal lakes. 26 p. (102 p.). Yhteenveto 1 p. 1999.
PuULKKINEN, KATjA, Transmission of
Triaenophorus crassus from copepod first to
coregonid second intermediate hosts and
effects on intermediate hosts. 45 p. (123 p.).
Yhteenveto 3 p. 1999.

PARRI, SiLja, Female choice for male drumming
characteristics in the wolf spider Hygrolycosa
rubrofasciata. 34 p. (108 p.).

Yhteenveto 2 p. 1999.

JYVASKYLA STUDIES IN BIOLOGICAL AND ENVIRONMENTAL SCIENCE

HuoviNeN, Pirjo, Ultraviolet radiation in
aquatic environments. Underwater UV
penetration and responses in algae and
zooplankton. - Ultraviolettisdteilyn vedenalai-
nen tunkeutuminen ja sen vaikutukset leviin
ja eldainplanktoniin. 52 p. (145 p.). Yhteenveto
2 p. 2000.

PAAKKONEN, JARI-PEKKA, Feeding biology of
burbot, Lota lota (L.): Adaptation to profundal
lifestyle? - Mateen, Lota lota (L), ravinnon-
kdyton erityispiirteet: sopeumia pohja-
eldmdan? 33 p. (79 p.). Yhteenveto 2 p. 2000.
LaasoNEN, Pekka, The effects of stream habit
restoration on benthic communities in boreal
headwater streams. - Koskikunnostuksen
vaikutus jokien pohjaeldimistoon. 32 p. (101
p-)- Yhteenveto 2 p. 2000.

PasoNEN, HANNA-LEENA, Pollen competition in
silver birch (Betula pendula Roth). An
evolutionary perspective and implications for
commercial seed production. -
Siitepolykilpailu koivulla. 41 p. (115 p.).
Yhteenveto 2 p. 2000.

SALMINEN, Esa, Anaerobic digestion of solid
poultry slaughterhouse by-products and
wastes. - Siipikarjateurastuksen sivutuottei-
den jajétteiden anaerobinen késittely. 60 p.
(166 p.). Yhteenveto 2 p. 2000.

SaLo, HARRi, Effects of ultraviolet radiation on
the immune system of fish. - Ultravioletti-
sdteilyn vaikutus kalan immunologiseen
puolustusjérjestelméan. 61 p. (109 p.).
Yhteenveto 2 p. 2000.

MustajArvl, Karsa, Genetic and ecological
consequences of small population size in
Lychnis viscaria. - Geneettisten ja ekologisten
tekijoiden vaikutus pienten makitervakko-
populaatioiden elinkykyyn. 33 p. (124 p.).
Yhteenveto 3 p. 2000.
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Tikka, PAivi, Threatened flora of semi-natural
grasslands: preservation and restoration. -
Niittykasvillisuuden sdilyttaminen ja
ennallistaminen. 35 p. (105 p.). Yhteenveto 2 p.
2001.

Sutari, HeL, Ultraviolet sensitivity in birds:
consequences on foraging and mate choice. -
Lintujen ultraviolettindon ekologinen mer-
Kkitys ravinnon- ja puolisonvalinnassa. 31 p.
(90 p.). Yhteenveto 2 p. 2001.

VERTAINEN, LAURA, Variation in life-history
traits and behaviour among wolf spider
(Hygrolycosa rubrofasciata) populations. -
Populaatioiden viliset erot rummuttavan
haméahakin Hygrolycosa rubrofasciata) kasvus-
saja kdyttaytymisessd. 37 p. (117 p.)
Yhteenveto 2 p. 2001.

HaapaLa, ANTTI, The importance of particulate
organic matter to invertebrate communities of
boreal woodland streams. Implications for
stream restoration. - Hiukkasmaisen orgaanisen
aineksen merkitys pohjoisten metsdjokien pohja-
eldginyhteisdille - huomioita virtavesien
kunnostushankkeisiin. 35 p. (127 p.) Yhteenveto 2
p- 2001.

NissINEN, Liisa, The collagen receptor integrins
- differential regulation of their expression and
signaling functions. - Kollageeniin sitoutuvat
integriinit - niiden toisistaan eroava séétely ja
signalointi. 67 p. (125 p.) Yhteenveto 1 p. 2001.
AHLROTH, MERVI, The chicken avidin gene
family. Organization, evolution and frequent
recombination. - Kanan avidiini-geeniperhe.
Organisaatio, evoluutio ja tihea
rekombinaatio. 73 p. (120 p.) Yhteenveto 2 p.
2001.

HyYOTYLAINEN, TARJA, Assessment of
ecotoxicological effects of creosote-
contaminated lake sediment and its
remediation. - Kreosootilla saastuneen
jarvisedimentin ekotoksikologisen riskin

ja kunnostuksen arviointi. 59 p. (132 p.)
Yhteenveto 2 p. 2001.

SuLkava, PEkka, Interactions between faunal
community and decomposition processes in
relation to microclimate and heterogeneity in
boreal forest soil. - Maaperin elioyhteison ja
hajotusprosessien viliset vuorovaiku-tukset
suhteessa mikroilmastoon ja laikut-taisuuteen.
36 p. (94 p.) Yhteenveto 2 p. 2001.

LarriNeN, OLLl, Engineering of
physicochemical properties and quaternary
structure assemblies of avidin and
streptavidin, and characterization of avidin
related proteins. - Avidiinin ja streptavi-diinin
kvaternddrirakenteen ja fysioke-miallisten
ominaisuuksien muokkaus seka avidiinin
kaltaisten proteiinien karakteri-sointi. 81 p.
(126 p.) Yhteenveto 2 p.2001.

LYYTINEN, ANNE, Insect coloration as a defence
mechanism against visually hunting

103

104

105

106

107

108

109

110

111

predators. - Hyonteisten véritys puolustukses-
sa vihollisia vastaan. 44 p. (92 p.) Yhteenveto
3 p. 2001.

NIKKILA, ANN4, Effects of organic material on
the bioavailability, toxicokinetics and toxicity
of xenobiotics in freshwater organisms. -
Orgaanisen aineksen vaikutus vierasaineiden
biosaatavuuteen, toksikokinetiikkaan ja
toksisuuteen vesielivilla. 49 p. (102 p.)
Yhteenveto 3 p. 2001.

Luri, Mira, Complexity of soil faunal
communities in relation to ecosystem
functioning in coniferous forrest soil. A
disturbance oriented study. - Maaperan
hajottajaelidston monimuotoisuuden merkitys
metsdekosysteemin toiminnassa ja héirion-
siedossa. 36 p. (121 p.) Yhteenveto 2 p. 2001.
KoskeLa, TaNa, Potential for coevolution in a
host plant - holoparasitic plant interaction. -
Isantdkasvin ja tdysloiskasvin vilinen vuoro-
vaikutus: edellytyksid koevoluutiolle? 44 p.
(122 p.) Yhteenveto 3 p. 2001.

LAPPIVAARA, JARMO, Modifications of acute
physiological stress response in whitefish
after prolonged exposures to water of
anthropogenically impaired quality. -
Ihmistoiminnan aiheuttaman veden laadun
heikentymisen vaikutukset planktonsiian
fysiologisessa stressivasteessa. 46 p. (108 p.)
Yhteenveto 3 p. 2001.

Eccarp, JaNa, Effects of competition and
seasonality on life history traits of bank voles.
- Kilpailun ja vuodenaikaisvaihtelun vaikutus
metsdmyyran elinkiertopiirteisiin.

29 p. (115 p.) Yhteenveto 2 p. 2002.

NIEMINEN, Jount, Modelling the functioning of
experimental soil food webs. - Kokeellisten
maaperaravintoverkkojen toiminnan
mallintaminen. 31 p. (111 p.) Yhteenveto

2 p. 2002.

NYKANEN, MARKO, Protein secretion in
Trichoderma reesei. Expression, secretion and
maturation of cellobiohydrolase I, barley
cysteine proteinase and calf chymosin in Rut-
C30. - Proteiinien erittyminen Trichoderma
reeseissd. Sellobiohydrolaasi I:n, ohran
kysteiiniproteinaasin sekéd vasikan
kymosiinin ilmeneminen, erittyminen ja
kypsyminen Rut-C30-mutanttikannassa. 107
p- (173 p.) Yhteenveto 2 p. 2002.

TuroLa, MaRrja, Phylogenetic analysis of
bacterial diversity using ribosomal RNA

gene sequences. - Ribosomaalisen RNA-
geenin sekvenssien kiyttd bakteeridiver-
siteetin fylogeneettisessd analyysissd. 75 p.
(139 p.) Yhteenveto 2 p. 2002.

HonkavaARa, JoHAaNNA, Ultraviolet cues in fruit-
frugivore interactions. - Ultraviolettindon
ekologinen merkitys hedelmi& syévien eldin-
ten ja hedelmékasvien viélisissd vuoro-
vaikutussuhteissa. 27 p. (95 p.) Yhteenveto

2 p. 2002.
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MARTTILA, ARI, Engineering of charge, biotin-
binding and oligomerization of avidin: new
tools for avidin-biotin technology. - Avidiinin
varauksen, biotiininsitomisen seki
oligomerisaation muokkaus: uusia tydkaluja
avidiini-biotiiniteknologiaan. 68 p. (130 p.)
Yhteenveto 2 p. 2002.

JokEeLA, JaRy, Landfill operation and waste
management procedures in the reduction of
methane and leachate pollutant emissions
from municipal solid waste landfills. - Kaato-
paikan operoinnin ja jitteen esikisittelyn
vaikutus yhdyskuntajéitteen biohajoamiseen ja
typpipddstojen hallintaan. 62 p. (173 p.)
Yhteenveto 3 p. 2002.

RANTALA, MARKUS ]., Immunocompetence and
sexual selection in insects. - Immunokom-
petenssi ja seksuaalivalinta hyonteisilla. 23 p.
(108 p.) Yhteenveto 1 p. 2002.

OkxsaNeN, TuuLa, Cost of reproduction and
offspring quality in the evolution of
reproductive effort. - Lisddantymisen kustan-
nukset ja poikasten laatu lisdéntymispanos-
tuksen evoluutiossa. 33 p. (95 p.) Yhteenveto
2 p. 2002.

HENoO, JaNi, Spatial variation of benthic
macroinvertebrate biodiversity in boreal
streams. Biogeographic context and
conservation implications. - Pohjaeldinyh-
teisdjen monimuotoisuuden spatiaalinen
vaihtelu pohjoisissa virtavesissa - eliomaan-
tieteellinen yhteys seka merkitys jokivesien
suojelulle. 43 p. (169 p.) Yhteenveto 3 p. 2002.
SHRA-PIETIKAINEN, ANNE, Decomposer
community in boreal coniferous forest soil
after forest harvesting: mechanisms behind
responses. - Pohjoisen havumetsdmaan
hajottajayhteiso hakkuiden jalkeen: muutok-
siin johtavat mekanismit. 46 p. (142 p.) Yh-
teenveto 3 p. 2002.

KortET, RAINE, Parasitism, reproduction and
sexual selection of roach, Rutilus rutilus L. -
Loisten ja taudinaiheuttajien merkitys kalan
lisdd@ntymisessd ja seksuaalivalinnassa. 37 p.
(111 p.) Yhteenveto 2 p. 2003.

SuviLampl, JuHANI, Aerobic wastewater
treatment under high and varying
temperatures - thermophilic process
performance and effluent quality. - Jatevesien
kasittely korkeissa ja vaihtelevissa lampoti-
loissa. 59 p. (156 p.) Yhteenveto 2 p. 2003.
PAvINEN, Jussi, Distribution, abundance and
species richness of butterflies and
myrmecophilous beetles. - Perhosten ja
muurahaispesissd eldvien kovakuoriaisten
levinneisyys, runsaus ja lajistollinen moni-
muotoisuus 44 p. (155 p.) Yhteenveto 2 p.
2003.

Paavora, Riku, Community structure of
macroinvertebrates, bryophytes and fish in
boreal streams. Patterns from local to regional
scales, with conservation implications. -
Selkdrangattomien, vesisammalten ja kalojen

122

123

124

125

126

127

128

129

130

131

yhteistrakenne pohjoisissa virtavesissa -
sdannonmukaisuudet paikallisesta mittakaa-
vasta alueelliseen ja luonnonsuojelullinen
merkitys. 36 p. (121 p.) Yhteenveto 3 p. 2003.
SUIKKANEN, SANNA, Cell biology of canine
parvovirus entry. - Koiran parvovirusinfektion
alkuvaiheiden solubiologia. 88 p. (135 p.)
Yhteenveto 3 p. 2003.

AHTIAINEN, JARI JuHANI, Condition-dependence
of male sexual signalling in the drumming
wolf spider Hygrolycosa rubrofasciata. -
Koiraan seksuaalisen signaloinnin kunto-
riippuvuus rummuttavalla susihdmahékilla
Hygrolycosa rubrofasciata. 31 p. (121 p.) Yhteen-
veto 2 p. 2003.

Kararaju, Prasap, Enhancing methane
production in a farm-scale biogas production
system. - Metaanintuoton tehostaminen
tilakohtaisessa biokaasuntuotanto-
jarjestelméssa. 84 p. (224 p.) Yhteenveto 2 p.
2003.

HAKKINEN, JaNi, Comparative sensitivity of
boreal fishes to UV-B and UV-induced
phototoxicity of retene. - Kalojen varhais-
vaiheiden herkkyys UV-B siteilylle ja reteenin
UV-valoindusoituvalle toksisuudelle. 58 p.
(134 p.) Yhteenveto 2 p. 2003.

NorpLuND, HENRI, Avidin engineering;
modification of function, oligomerization,
stability and structure topology. - Avidiinin
toiminnan, oligomerisaation, kestavyyden ja
rakennetopologian muokkaaminen. 64 p.

(104 p.) Yhteenveto 2 p. 2003.

MarjomAk, TiMO J., Recruitment variability in
vendace, Coregonus albula (L.), and its
consequences for vendace harvesting. -
Muikun, Coregonus albula (L.), vuosiluokkien
runsauden vaihtelu ja sen vaikutukset kalas-
tukseen. 66 p. (155 p.) Yhteenveto 2 p. 2003.
KiLriMAaA, JANNE, Male ornamentation and
immune function in two species of passerines.
- Koiraan ornamentit ja immuunipuolustus
varpuslinnuilla. 34 p. (104 p.) Yhteenveto 1 p.
2004.

Ponni, Tia, Analyzing the function of
nuclear receptor Nor-1 in mice. - Hiiren
tumareseptori Nor-1:n toiminnan tutkiminen.
65 p. (119 p.) Yhteenveto 2 p. 2004.

WaNG, Hong, Function and structure,
subcellular localization and evolution of the
encoding gene of pentachlorophenol 4-
monooxygenase in sphingomonads. 56 p.

(90 p.) 2004.

YLONEN, OLLl, Effects of enhancing UV-B
irradiance on the behaviour, survival and
metabolism of coregonid larvae. - Lisdantyvan
UV-B siteilyn vaikutukset siikakalojen
poikasten kayttdytymiseen, kuolleisuuteen ja
metaboliaan. 42 p. (95 p.) Yhteenveto 2 p.
2004.
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KumpuLAINEN, Tomi, The evolution and
maintenance of reproductive strategies in bag
worm moths (Lepidoptera: Psychidae).

- Lisdantymisstrategioiden evoluutio ja sdily-
minen pussikehraéjilld (Lepidoptera:
Psychidae). 42 p. (161 p.) Yhteenveto 3 p.
2004.

OjaLa, Kirst, Development and applications of
baculoviral display techniques. - Bakulo-
virus display -tekniikoiden kehittiminen ja
sovellukset. 90 p. (141 p.) Yhteenveto 3 p.
2004.

RANTALAINEN, MINNA-L1isa, Sensitivity of soil
decomposer communities to habitat
fragmentation - an experimental approach. -
Metsdmaaperin hajottajayhteison vasteet
elinympariston pirstaloitumiseen. 38 p.

(130 p.) Yhteenveto 2 p. 2004.

SAARINEN, MR, Factors contributing to the
abundance of the ergasilid copepod,
Paraergasilus rylovi, in its freshwater
molluscan host, Anodonta piscinalis. -
Paraergasilus rylovi -loisdyridisen esiintymi-
seen ja runsauteen vaikuttavat tekijit
Anodonta piscinalis -pikkujarvisimpukassa.
47 p. (133 p.) Yhteenveto 4 p. 2004.

LiLja, Juna, Assessment of fish migration in
rivers by horizontal echo sounding: Problems
concerning side-aspect target strength.

- Jokeen vaeltavien kalojen laskeminen sivut-
taissuuntaisella kaikuluotauksella: sivu-
aspektikohdevoimakkuuteen liittyvid ongel-

mia. 40 p. (82 p.) Yhteenveto 2 p. 2004.
Nykvist, PeTRI, Integrins as cellular receptors

for fibril-forming and transmembrane
collagens. - Integriinit reseptoreina fibril-
laarisille ja transmembraanisille kolla-
geeneille. 127 p. (161 p.) Yhteenveto 3 p. 2004.
Korvura, Nina, Temporal perspective of
humification of organic matter. - Orgaanisen
aineen humuistuminen tarkasteltuna ajan
funktiona. 62 p. (164 p.) Yhteenveto 2 p. 2004.
KARVONEN, ANssl, Transmission of Diplostomum
spathaceum between intermediate hosts.

- Diplostomum spathaceum -loisen siirtyminen
kotilo- ja kalaisannan vililla. 40 p. (90 p.)
Yhteenveto 2 p. 2004.

NYKANEN, MAR1, Habitat selection by riverine
grayling, Thymallus thymallus L. - Harjuksen
(Thymallus thymallus L.) habitaatinvalinta

virtavesissd. 40 p. (102 p.) Yhteenveto 3 p. 2004.
HYNYNEN, JuHANI, Anthropogenic changes in

Finnish lakes during the past 150 years
inferred from benthic invertebrates and their
sedimentary remains. - Ihmistoiminnan
aiheuttamat kuormitusmuutokset suomalaisis-
sa jarvissa viimeksi kuluneiden 150 vuoden
aikana tarkasteltuina pohjaeldinyhteissjen
avulla. 45 p. (221 p.) Yhteenveto 3 p. 2004.
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PyLkko, PArvi, Atypical Aeromonas salmonicida
-infection as a threat to farming of arctic charr
(Salvelinus alpinus L.) and european grayling
(Thymallus thymallus L.) and putative means to
prevent the infection. - Epétyyppinen Aero-
monas salmonicida -bakteeritartunta uhkana
harjukselle (Thymallus thymallus L.) ja nieridlle
(Salvelinus alpinus L.) laitoskasvatuksessa ja
mahdollisia keinoja tartunnan ennalta-
ehkdisyyn. 46 p. (107 p.) Yhteenveto 2 p. 2004.
PUURTINEN, MIKAEL, Evolution of hermaphro-
ditic mating systems in animals. - Kaksi-
neuvoisten lisddntymisstrategioiden evoluu-
tio eldimilla. 28 p. (110 p.) Yhteenveto 3 p.
2004.

TorvaNeN, Ourtl, Effects of waste treatment
technique and quality of waste on bioaerosols
in Finnish waste treatment plants. - Jatteen-
kasittelytekniikan ja jatelaadun vaikutus
bioaerosolipitoisuuksiin suomalaisilla jatteen-
kasittelylaitoksilla. 78 p. (174 p.) Yhteenveto

4 p. 2004.

Boapi, Kwast Owusu, Environment and health
in the Accra metropolitan area, Ghana. -
Accran (Ghana) suurkaupunkialueen ympa-
ristd ja terveys. 33 p. (123 p.) Yhteenveto 2 p.
2004.

Lukkari, Tuomas, Earthworm responses to
metal contamination: Tools for soil quality
assessment. - Lierojen vasteet
metallialtistukseen: kdyttomahdollisuudet
maaperan tilan arvioinnissa. 64 p. (150 p.)
Yhteenveto 3 p. 2004.

MARTTINEN, SANNA, Potential of municipal
sewage treatment plants to remove bis(2-
ethylhexyl) phthalate. - Bis-(2-etyyli-
heksyyli)ftalaatin poistaminen jitevesista
yhdyskuntajdtevedenpuhdistamoilla. 51 p.
(100 p.) Yhteenveto 2 p. 2004.

KarisoLa, Piia, Immunological characteri-
zation and engineering of the major latex
allergen, hevein (Hev b 6.02). - Luonnon-
kumiallergian pédéallergeenin, heveiinin
(Hev b 6.02), immunologisten ominaisuuksien
karakterisointi ja muokkaus. 91 p. (113 p.)
Yhteenveto 2 p. 2004.

BAGGE, ANNA MARI4, Factors affecting the
development and structure of monogenean
communities on cyprinid fish. - Kidus-
loisyhteistjen rakenteeseen ja kehitykseen
vaikuttavat tekijat sisavesikaloilla. 25 p.
(76 p.) Yhteenveto 1 p. 2005.

JANTTI, AR, Effects of interspecific relation-
ships in forested landscapes on breeding
success in Eurasian treecreeper. - Lajien-
vilisten suhteiden vaikutus puukiipijan
pesintimenestykseen metsdymparistossa.
39 p. (104 p.) Yhteenveto 2 p. 2005.
TYNKKYNEN, KATJA, Interspecific interactions
and selection on secondary sexual characters
in damselflies. - Lajienviliset vuorovaikutuk-
set ja seksuaaliominaisuuksiin kohdistuva
valinta sudenkorennoilla. 26 p. (86 p.) Yh-
teenveto 2 p. 2005.



152

153

154

155

156

157

158

159

160

161

162

163

JYVASKYLA STUDIES IN BIOLOGICAL AND ENVIRONMENTAL SCIENCE

HaxaLaHTI, TEA, Studies of the life history of a
parasite: a basis for effective population
management. - Loisen elinkiertopiirteet:
perusta tehokkaalle torjunnalle. 41 p. (90 p.)
Yhteenveto 3 p. 2005.

HYTONEN, VEsa, The avidin protein family:
properties of family members and engineering
of novel biotin-binding protein tools. - Avidiini-
proteiiniperhe: perheen jasenten ominaisuuk-
sia ja uusia biotiinia sitovia proteiiniydkaluja.
94 p. (124 p.) Yhteenveto 2 p. 2005.

GiILBERT, LEONA , Development of biotechnological
tools for studying infectious pathways of
canine and human parvoviruses. 104 p.

(156 p.) 2005.

SUOMALAINEN, LoTTA-RIINA, Flavobacterium
columnare in Finnish fish farming;:
characterisation and putative disease
management strategies. - Flavobacterium
columnare Suomen kalanviljelyssa:
karakterisointi ja mahdolliset torjunta-
menetelmit. 52 p. (110 p.) Yhteenveto 1 p.
2005.

VEHNIAINEN, EEVA-R1IKKA, Boreal fishes and
ultraviolet radiation: actions of UVR at
molecular and individual levels. - Pohjoisen
kalatja ultraviolettisateily: UV-sateilyn
vaikutukset molekyyli- ja yksilotasolla. 52 p.
(131 p.) 2005.

VaNIkKA, ANssl, Mechanisms of honest sexual
signalling and life history trade-offs in three
cyprinid fishes. - Rehellisen seksuaalisen
signaloinnin ja elinkiertojen evoluution
mekanismit kolmella sérkikalalla. 53 p.

(123 p.) Yhteenveto 2 p. 2005.

LUOSTARINEN, SARI, Anaerobic on-site
wastewater treatment at low temperatures.
Jatevesien kiinteist6- ja kyldkohtainen
anaerobinen kisittely alhaisissa lampétilois-
sa. 83 p. (168 p.) Yhteenveto 3 p. 2005.
SepPALA, OTTO, Host manipulation by
parasites: adaptation to enhance
transmission? Loisten kyky manipuloida
isdntiddn: sopeuma transmission tehostami-
seen? 27 p. (67 p.) Yhteenveto 2 p. 2005.
SuuriNtEMI, Mi11A, Genetics of children’s

bone growth. - Lasten luuston kasvun gene-
tiikka. 74 p. (135 p.) Yhteenveto 3 p. 2006.
TorvoLa, Jount, Characterization of viral
nanoparticles and virus-like structures by
using fluorescence correlation spectroscopy
(FCS) . - Virus-nanopartikkelien seké virusten
kaltaisten rakenteiden tarkastelu fluoresenssi
korrelaatio spektroskopialla. 74 p. (132 p.)
Yhteenveto 2 p. 2006.

KLEMME, INEs, Polyandry and its effect on male
and female fitness. - Polyandria ja sen vaiku-
tukset koiraan ja naaraan kelpoisuuteen 28 p.
(92 p.) Yhteenveto 2 p. 2006.

LEHTOMAKI, ANNIMARI, Biogas production from
energy crops and crop residues. - Energia-
kasvien ja kasvijitteiden hyodyntaminen
biokaasun tuotannossa. 91 p. (186 p.) Yhteen-
veto 3 p. 2006.
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ILMARINEN, KaTJA, Defoliation and plant-soil
interactions in grasslands. - Defoliaatio ja
kasvien ja maaperan véliset vuorovaikutukset
niittyekosysteemeissd. 32 p. (111 p.) Yhteenve-
to 2 p. 2006.

LOEHR, JonN, Thinhorn sheep evolution and
behaviour. - Ohutsarvilampaiden evoluutio ja
kayttaytyminen. 27 p. (89 p.) Yhteenveto 2 p.
2006.

Paukku, Satu, Cost of reproduction in a seed
beetle: a quantitative genetic perspective. -
Lisdantymisen kustannukset jyvékuoriaisella:
kvantitatiivisen genetiikan ndkokulma. 27 p.
(84 p.) Yhteenveto 1 p. 2006.

OjaLa, KaTja, Variation in defence and its
fitness consequences in aposematic animals:
interactions among diet, parasites and
predators. - Puolustuskyvyn vaihtelu ja sen
merkitys aposemaattisten eldinten kelpoisuu-
teen: ravinnon, loisten ja saalistajien vuoro-
vaikutus. 39 p. (121 p.) Yhteenveto 2 p. 2006.
MariLAINEN, HELL Development of baculovirus
display strategies towards targeting to tumor
vasculature. - Sy6vén suonitukseen
kohdentuvien bakulovirus display-vektorien
kehittdminen. 115 p. (167 p.) Yhteenveto 2 p.
2006.

KatLio, Eva R, Experimental ecology on the
interaction between the Puumala hantavirus
and its host, the bank vole. - Kokeellista
ekologiaa Puumala-viruksen ja metsimyyran
vilisestd vuorovaikutussuhteesta. 30 p. (75 p.)
Yhteenveto 2 p. 2006.

PirLaja, Marjo, Maternal effects in the magpie.
- Harakan &itivaikutukset. 39 p. (126p.)
Yhteenveto 1 p. 2006.

IHALAINEN, EIRA, Experiments on defensive
mimicry: linkages between predator behaviour
and qualities of the prey. - Varoitussignaalien
saalis-suhteista. 37 p. (111 p.) Yhteenveto 2 p.
2006.

LOPEZ-SEPULCRE, ANDRES, The evolutionary
ecology of space use and its conservation
consequences. - Elintilan kdyton ja reviiri-
kayttaytymisen evoluutioekologia
luonnonsuojelullisine seuraamuksineen. 32 p.
(119 p.) Yhteenveto 2 p. 2007.

TuLLa, Mira, Collagen receptor integrins:
evolution, ligand binding selectivity and the
effect of activation. - Kollageenireseptori-
integriiniien evoluutio, ligandin sitomis-
valikoivuus ja aktivaation vaikutus. 67 p. (129
p-) Yhteenveto 2 p. 2007.

SinisaLo, TuuLa, Diet and foraging of ringed
seals in relation to helminth parasite
assemblages. - Peraimeren ja Saimaan norpan
suolistoloisyhteisot ja niiden hyodyntdminen
hylkeen yksilollisen ravintoekologian selvitta-
misessd. 38 p. (84 p.) Yhteenveto 2 p. 2007.
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ToivaneN, Tero, Short-term effects of forest
restoration on beetle diversity. - Metsien
ennallistamisen merkitys kovakuoriaislajiston
monimuotoisuudelle. 33 p. (112 p.) Yhteenveto
2 p. 2007.

Lupwic, GILBERT, Mechanisms of population
declines in boreal forest grouse. - Kanalintu-
kantojen laskuun vaikuttavat tekijit. 48 p. (138
p-) Yhteenveto 2 p. 2007.

KEeroLa, Tarmo, Genetics of condition and
sexual selection. - Kunnon ja seksuaalivalin-
nan genetiikka. 29 p. (121 p.) Yhteenveto 2 p.
2007.

SEPPANEN, JANNE-TUOMAS, Interspecific social
information in habitat choice. - Lajienvilinen
sosiaalinen informaatio habitaatinvalin-
nassa. 33 p. (89 p.) Yhteenveto 2 p. 2007.
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